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Ancestor enzyme, (367) 56 

Ancient enzyme, (375) 280 

Anesthetic, (374) 412 

Angiogenesis, (370) 203; (372) 83 

Angiography, (357) 247 

Angiotensin I, (373) 199 

Angiotensin II, (368) 343 

Angiotensin receptor, (369) 263 

Angiotensin receptor antagonist, (373) 199 

Anion channel, (361) 303; (377) 15 

Anionic phospholipid, (370) 189 

Anisoosmolarity, (377) 47 

Ankylosing spondylitis, (369) 243 

Ankyrin, (371) 321 

Ankyrin, (440 kDa), (357) 217 
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Annexin I, (377) 444 

Annexin V, (359) 155 

Annexin VI, (360) 80 

Anopheles gambiae, (362) 111 

Anoxia, (375) 87 

ANR, (371) 73 

Antagonism, (377) 363 

Anterior pituitary, (367) 127 

Anterograde transport, (369) 89 

Antibacterial, (372) 185 

Antibacterial glycoprotein, (377) 373 

Antibacterial peptide, (370) 46 

Antibacterial protein, (368) 485 

Antibiotic, (373) 303 

Antibiotic peptide, (368) 197 

Antibody, (357) 297; (368) 267; (377) 92 

Antibody engineering, (377) 135; (377) 227 

Anti-C3d reactive binding site, (372) 291 

Antichymotrypsin, (359) 262 

a,-Antichymotrypsin, (368) 471 

Anticoagulant, (365) 159; (370) 1; (375) 103 

Anticodon, (361) 25 

Anti-CR2 MoAb, (372) 291 

Antidiuresis, (365) 209 

Antifreeze protein, (377) 185 

Antifungal, (368) 257 

Antigen, (374) 122 

Antigen A2, (361) 238 

Antigen conformation, (368) 267 

Antigen presentation, (373) 127; (376) 155 

Antigenic determinant, (367) 85 

Antigen-presenting cell, (363) 85 

Anti-lysozyme mAb, (371) 17 

Antimicrobial, (362) 65; (368) 257 

Antimicrobial peptide, (368) 331; (368) 526; (374) 1; (376) 130; (376) 
225; (377) 519 

Antimitotic drug, (377) 59 

Antimycotics, (377) 213 

Antioxidant, (357) 83; (361) 22; (364) 259; (365) 66; (370) 37; (372) 233; 
(375) 45 

Antioxidant activity, (365) 164; (368) 188 

Anti-peptide antibody, (358) 129; (367) 85 

Antiporter, (362) 47; (365) 193; (374) 72 

Antiproliferative, (358) 273 

Antipsychotic drug, (361) 215 

Antisense, (369) 192 

Antisense mRNA, (371) 329 

Antisense oligodeoxynucleotide, (364) 198 

Antisense oligonucleotide, (361) 41 

a,-Antitrypsin, (370) 179; (377) 150 

Antitumor, (359) 31 

Antitumour agent, (360) 231 

AOT, (360) 202 

AP-1, (368) 59 

Apical transport, (377) 465 

Aplysia californica, (368) 481 

Aplysia limacina myoglobin, (357) 227 

Apo-1, (371) 321; (373) 265 

APO-1/Fas, (368) 491 

ApoB, (370) 255 

Apo-glycogenin, (359) 110 

Apolipoprotein A-I, (376) 99 

Apolipoprotein AI (Human), (361) 29 

Apolipoprotein D, (366) 53 

Apolipoprotein E, (371) 110 

Apo-protein, (368) 432 

Apoptosis, (358) 211; (358) 255; (361) 229; (363) 101; (363) 304; (364) 
5; (364) 134; (364) 139; (364) 234; (364) 264; (367) 188; (368) 348; 
(371) 321; (372) 233; (373) 19; (373) 265; (373) 291; (374) 216; (374) 
303; (374) 384; (375) 21; (375) 169; (375) 283; (376) 15; (376) 247; 
(377) 9 

APP, (368) 363 

AQP1, (373) 269 

AQP-CD, (365) 209 

Aqueous phase system, (361) 135 

Arabidopsis, (369) 331 

Arabidopsis thaliana, (358) 43; (358) 67; (358) 199; (362) 215; (363) 1; 
(364) 103; (372) 13; (374) 351; (376) 81 
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Arachidonic acid, (366) 53; (367) 198; (367) 228: (375) 79; (375) 117: 


(377) 306; (377) 358 
Arachidonoyl-ethanolamide, (377) 82 
Archaea, (359) 239 
Archaebacterium, (359) 173; (360) 187; (372) 135; (376) 67 
ARF, (362) 286 
Arg-Gly-Asp introduction, (374) 262 
Arginase, (359) 251; (366) 127 
Arginine, (359) 251; (366) 127 
Arginine vasopressin, (373) 35 
Argininosuccinate synthetase, (372) 69 
Armadillo submandibular glycoprotein, (360) 211 
Aromatase, (372) 222 
ARP3, (360) 235 
Arrestin, (362) 185; (362) 247 
Arrhenius plot, (361) 273 
Arsenite, (364) 223 
Artificial myosin isozyme, (369) 255 
Artificial protease, (362) 39 
Arylalkylamine N-acetyltransferase (aaNAT), (375) 148 
Ascitic fluid, (373) 19 
Ascorbate peroxidase, (358) 149; (367) 28 
Asparagine, (358) 171; (363) 179; (374) 122 
Aspartate aminotransferase, (366) 170; (377) 481 
Aspartic proteinase, (366) 72 
Aspergillus nidulans, (368) 547; (377) 118 
Aspirin, (371) 315 
Asp-—Pro bond, (371) 171 
Assembly (in vivo), (369) 158 
Association, (375) 137 
Association constant, (369) 287 
Association kinetics, (357) 312 
Astaxanthin, (362) 34; (364) 125 
Asterina pectinifera, (369) 221 
Astrocyte, (357) 86; (362) 75; (364) 301; (377) 489 
Astroglia, (360) 266 


Atherosclerosis, (358) 175; (358) 311; (360) 271; (360) 291; (361) 291; 


(363) 161; (363) 277; (366) 75; (368) 239; (368) 513; (372) 1; (374) 

12; (375) 45; (377) 309 
Atomic force microscopy (AFM), (371) 279 
ATP, (364) 161; (369) 217; (375) 129; (377) 444 
ATP binding domain, (359) 1 
ATP hydrolysis, (369) 144; (369) 283 
ATP synthase, (358) 142; (371) 115; (373) 141 
ATP synthesis, (371) 119 
ATP/ADP translocator, (374) 351 
ATPase, (362) 171; (369) 255 
ATPase activity, (363) 189 
ATPase assembly, (373) 66 
ATPase catalytic cycle, (377) 285 
ATPase gene, (371) 127 
ATPase subunit 9, (373) 56 
ATPase-Mg”*, (364) 59 
ATP-dependent protease, (377) 41; (377) 249 
ATP-sensitive K* channel, (375) 215 
ATP-sensitive K-channel, (367) 61; (367) 193; (377) 338 
Atrial natriuretic factor (ANF), (359) 199 
Atrial natriuretic peptide, (360) 169 
Atropine, (377) 275 
AtT-20 endocrine cell line, (368) 271 
Attenuation, (371) 9 
Atypical angiotensin receptor, (373) 199 
Autoantibody, (365) 219 
Autocrine loop, (359) 97 
Autodegradation, (377) 41 
Autoglucosylation, (376) 61 
Autoinhibitory domain, (357) 221 
Automated assignment, (365) 172 
Automation, (376) 91 
Autophosphorylation site, (369) 62 
Autoproteolysis, (357) 168 
Avidin, (362) 306 
Axial H,O-ligation, (370) 97 
Axial ligand, (377) 512 
Axon guidance, (370) 269 
Axonal mRNAs, (373) 35 
Azide, (377) 502 
Azidovinyldeoxyuridine, (373) 41 


Azole, (374) 174 
Azole antifungal, (368) 326 
Azotobacter vinelandii , (357) 79 


B cell proliferation, (361) 233 

B16-F1, B16-G4F mouse melanoma cell, (359) 199 

7B2, (362) 151; (364) 91; (371) 154 

Baby hamster kidney cells (BHK-21), (365) 203 

Bacillus licheniformis, (374) 221 

Bacillus subtilis, (360) 307 

Bacillus thuringiensis, (360) 217 

Bacillus thuringiensis var. israelensis, (362) 111 

Backbone torsion angle, (362) 156 

Bacterial chemotaxis, (374) 161 

Bacterial expression, (357) 309; (368) 39 

Bacterial photosynthesis, (357) 70; (368) 370 

Bacterial polysaccharide, (368) 113 

Bacterial reaction centre, (370) 88 

Bacterial respiration, (375) 197 

Bacterial toxin, (371) 303 

Bacteriochlorophyll a, (371) 21 

Bacterioferritin, (361) 238 

Bacteriolytic enzymatic complex, (368) 113 

Bacteriophage T5, (366) 46 

Bacteriorhodopsin, (359) 65; (367) 297; (373) 81; (377) 263; (377) 330: 
(377) 419; (377) 502 

Bacterium, (362) | 

Baculovirus, (368) 353; (368) 495; (376) 181 

Baculovirus expression, (363) 246; (368) 461; (374) 419 

Baculovirus/S/9 system, (358) 297 

Bait region, (367) 137 

Baker’s asthma, (364) 36 

ba,-oxidase, (368) 132 

BAPTA/AM, (359) 151 

Bark lectin, (377) 54 

Barley, (361) 220; (361) 250; (363) 299 

Barley RIP, (373) 115 

Barnase, (357) 16 

Baroenzymology, (364) 98 

Basal membrane, (375) 227 

Base tripling, (367) 81 

Basement membrane, (365) 129; (365) 183 

Basic/leucine zipper, (375) 155 

Basidiomycete, (371) 132; (376) 202 

BAX, (376) 247 

be, complex, (371) 267 

B-Cell activation, (369) 177 

BCGF 1, (361) 233 

BCL-2, (372) 233; (376) 247 

BCR signaling, (374) 407 

yB-crystallin, (376) 195 

Bean sprout, (359) 50 

Benzamidine, (363) 81 

Benzo(a)pyrenediolepoxide, (368) 64 

Beryllium fluoride, (371) 261 

Beta vulgaris, (365) | 

Beta-amyloid, (364) 182 

Betaglycan, (377) 368 

Betaine, (373) 229 

Betaine transport, (377) 47 

BGT-1, (377) 47 

BHK cell, (365) 57 

bHLH transcription factor, (370) 149 

Bi-allelic expression, (374) 57 

Bicarbonate, (363) 251 

Bifunctional a-amylase/ serine protease inhibitor, (361) 250 

Big endothelin-1, (373) 97 

Bilayer, (371) 279 

Bile acid, (374) 184 

Bimetallic cytochrome a,—Cug, (374) 371 

Binase, (357) 16 

Binase—barstar complex, (366) 156 

Binding, (362) 111 

Binding activity, (376) 11 

Binding capacity, (376) 151 

Binding cleft, (359) 107 

Binding mode, (370) 1; (375) 103 

Binding protein, (358) 240 
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Binding site, (365) 155; (374) 125; (375) 91 
Binuclear iron protein, (362) 10 

Bioactive peptide, (375) 15 

Biocarbonate, (361) 123 

Biochemical assay, (365) 120 
Bioenergetics, (368) 148 

Biomembrane, (371) 223 

Biopanning, (361) 85 

Biopterin, (357) 62 

Biosensor, (362) 93 


Biosynthesis, (358) 97; (362) 151; (364) 125; (371) 21; (373) 303 


Biotin, (368) 5 

Biotinylation, (377) 167 
Biotransformation, (359) 244 

BIR1, (367) 61; (367) 193; (374) 135 
1,10-Bis-guanidino-n-decane, (375) 215 
Bisindolylmaleimide (GF109203X), (365) 137 
Bis-mannose photolabel, (368) 19 
Bisubstrate inhibitor, (363) 22 
Bisulphite PCR, (370) 170 

Bitter peptide, (364) 115 

Bitterness, (364) 115 

BKIN12, (377) 189 

Bladder carcinoma, (374) 57 
Bleomycin, (362) 80; (372) 144 
Bleomycin-binding protein, (362) 80 
Blood plasma, (376) | 

Blood platelet, (363) 49 

Blood vessel, (369) 311 

Blood—brain barrier, (374) 179 

Blue copper, (365) 92 

Blue copper oxidase, (376) 202 

Blue copper protein, (368) 432 

BNP, (370) 6 

Boar spermadhesin, (365) 179 

Boar SPMI, (368) 420 

Bone, (364) 171 

Bone alkaline phosphatase, (375) 280 
Bone resorption, (370) 78 

Borna disease virus, (364) 293 
Botryococcus braunii, (370) 15 
Botulinum C3 exoenzyme, (366) 11; (371) 105 
Botulinum toxin, (376) 41 

Bovine brain, (372) 59 

Bovine f-trypsin, (358) 53 

Bovine heart submitochondrial particle, (370) 83 
Bovine retina rod cell, (376) 87 
Bovine tendon, (368) 307 
Bowman-Birk soybean inhibitor, (362) 225 
BPTI, (363) 81 

Bradykinin, (357) 207 

B-Raf, (357) 290 

Brain, (368) 485; (373) 250 

Brain (mouse), (368) 455 

Brain (rat), (357) 86 

Brain cell, (358) 48 

Brain localization, (357) 27 

Brain mitochondrial MAO type A, (368) 367 
Brain—nerve cord, (376) 185 

Brassica napus L., (374) 225 

Breast, (374) 270 

Breast cancer, (360) 165; (363) 226; (373) 245 
Brefeldin A, (357) 109 

Brown adipose cell (rat), (374) 187 
Brown adipose tissue, (363) 41 
Brucella melitensis, (361) 238 
Brucellosis, (361) 238 

Brugia malayi, (374) 122 

Buckwheat, (371) 264 
a-Bungarotoxin, (365) 79 
L-Buthionine sulfoximine, (368) 73 
Butyrate, (359) 147 

B—Z transition, (368) 27 


‘°C dimethyl-Lys NMR, (361) 29 
'5C NMR, (364) 152; (367) 77 
Cl, (358) 323 

Cl-inhibitor, (368) 401 
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Clq component of complement, (361) 173 

p-Cl-phenylalanine, (358) 293; (364) 272 

Cls, (368) 401 

Cl-tetrahydrofolate, (376) 229 

C2 domain, (361) 196 

C2 toxin, (363) 273 

C23/nucleolin, (366) 146 

C2C12, (376) 108 

C2-domain, (358) 153 

C3 component of complement, (376) 6 

CSa-receptor, (377) 426 

C6 glioma cell, (371) 333; (372) 33 

Ca**, (365) 75; (371) 99; (374) 237 

Ca** binding protein, (368) 509 

Ca** dyes, (364) 335 

Ca** influx, (370) 127 
** measurement, (364) 198 
** on cAMP, (374) 89 

Ca’* oscillation, (368) 165 

a** release, (370) 127 
** release channel, (359) 223 

Ca** sensor, (361) 196 

Ca** signaling, (373) 193 

Ca** store, (360) 173; (377) 31 

Ca** transient, (364) 335 

Ca**/H* pump, (371) 249 

Ca**-activated K* channel, (359) 41; (359) 85; (366) 49 

Ca**-ATPase, (371) 57; (376) 167; (377) 31 

Ca**-binding, (368) 397 

Ca**-binding protein, (371) 303; (375) 137 

Ca**-induced Ca** release, (369) 295 

Cadherin, (363) 289 

Cadmium-113 NMR, (362) 55 

Caenorhabditis elegans, (357) 265 

Caffeine, (359) 223; (373) 250 

Caged compound, (364) 198 

Calbindin, (374) 333 

Calcein, (368) 385 

Calcineurin, (357) 221; (362) 55; (374) 237; (375) 108; (376) 58 

Calcium, (358) 101; (359) 101; (359) 119; (360) 266; (360) 303; (362) 
316; (363) 217; (364) 328; (366) 104; (368) 101; (373) 23; (373) 182: 
(374) 77; (374) 169; (374) 403; (377) 444 

Calcium binding, (362) 55 

Calcium binding site, (360) 227 

Calcium channel, (359) 155; (360) 144; (361) 101; (362) 15; (364) 129; 
(365) 1; (366) 21; (368) 405; (371) 43; (373) 103; (377) 159 

Calcium channel activator, (367) 173 

Calcium channel blocker, (370) 163; (373) 103 

Calcium channel f-subunit, (370) 135 

Calcium influx channel, (373) 193 

Calcium release, (369) 43; (369) 263 

Calcium transport, (374) 333 

Calcium-activated proteolysis, (367) 223 

Calcium-binding protein, (362) 342; (363) 90; (371) 271; (374) 333; 
(374) 403; (376) 87 

Calcium—calmodulin, (357) 125 

Calcium-dependent, (362) 93 

Calcium-dependent membrane association, (357) 230 

Calcofluor white, (358) 165 

Caldesmon, (360) 89; (363) 269 

Calmidazolium, (369) 315 

Calmitine, (374) 309 

Calmodulin, (360) 89; (363) 269; (366) 104; (371) 123; (373) 217; (374) 
237 

Calmodulin phosphorylation, (363) 111 

Calmodulin-dependent protein kinase I, (361) 191 

Calmodulin-like, (362) 93 

Calorimetry, (359) 123 

Calpain, (358) 101; (359) 60; (362) 93; (367) 223; (368) 10; (368) 397 

Calpastatin, (362) 93 

Calphostin C, (373) 135 

Calponin, (363) 269; (365) 167; (371) 123 

Calponin-homology, (374) 149 

Calreticulin, (376) 53 

CaM kinase, (373) 71 

CaM kinase II, (358) 23 

cAMP, (357) 290; (362) 75; (362) 131; (369) 311; (373) 23; (373) 182; 
(377) 444 
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cAMP analog, (362) 291 Cathelicidin, (374) 1; (376) 225 
cAMP element binding protein, (377) 413 Cathelin, (362) 65; (368) 173; (376) 130; (377) 519 
cAMP inhibition, (374) 273 Cathepsin, (360) 101 
cAMP relay, (368) 381 Cathepsin B, L, D, (363) 85 
cAMP-/cGMP-dependent protein kinase, (370) 184 Cathepsin D, (368) 10 
cAMP-dependent protein kinase, (368) 381; (369) 57; (374) 356; (375) Cathepsin G, (367) 251 

231; (377) 470 Cathepsin L, (359) 78; (361) 185 
Cancer, (374) 270 Cation channel, (364) 189 
Candida albicans, (373) 275 Cation-z interaction, (370) | 
Candida cylindracea, (360) 202 Catostomus commersoni, (370) 227 
Candida rugosa, (360) 202 Caveolae, (375) 11; (376) 108 
Candida utilis, (368) 105 C,-ceramide, (374) 299; (374) 299 
Candidacidal activity, (368) 526 CCT, (358) 129 
Cannabinoid, (359) 133; (369) 177; (377) 82 CD spectroscopy, (365) 13 
Cannabinoid receptor, (375) 143 CD11b, (369) 301 
Canthaxanthin, (364) 125 CD26, (358) 48 
Cap structure, (360) 281 CD38, (359) 35; (368) 481 
CAP-18, (368) 173 CD38 antigen, (371) 204 
cap32/34, (374) 284 CD4, (363) 101 
Capillary electrophoresis, (369) 283 CD40, (358) 113 
Capsicum annuum, (358) 149; (372) 199 CD45, (372) 54 
Capsule, (371) 65 CD45 phosphatase, (370) 118 
Captopril, (361) 22 CD67, (369) 301 
Carbamylcholine, (363) 13 Cdc2, (358) 34 
Carbohydrate recognition, (360) 34; (360) 34 cdc2 kinase subunit, cks protein, (363) 145 
Carbohydrate recognition domain, (376) 6 cdc25B, (372) 54 
Carbohydrate-deficient glycoprotein syndrome, (377) 318 cdc2a gene, (362) 215 
Carbohydrate-protein interaction, (358) 57 Cdc37, (375) 155 
Carbon catabolite repression, (376) 103 cdk5, (376) 238 
Carbonic anhydrase, (358) 39 cDNA, (358) 67; (362) 342; (363) 6; (367) 145; (368) 173; (368) 331; 
Carbonic anhydrase II, (368) 45 (368) 485; (371) 176; (374) 351; (376) 233; (377) 62 
Carbonyl group, (374) 85 cDNA cloning, (357) 207; (361) 13; (363) 41; (363) 151; (364) 283; (365) 
Carboxy PTIO, (368) 425 183; (366) 37; (367) 28; (369) 326; (370) 11; (373) 203; (376) 185; (377) 
Carboxyatractylate, (371) 258 373; (377) 403 
Carboxyl methylation, (360) 57 cDNA expression, (373) 177 
Carboxypeptidase, (357) 65; (371) | cDNA Sequence, (358) 149; (360) 235; (368) 445; (373) 61: (377) 123; 
Carcinoembryonic antigen family, (365) 51 (377) 249; (377) 349 
Cardiac, (368) 405 cDNA subtraction, (371) 287 
Cardiac Ca**, (376) 24 CDP-glucose, (359) 110 
Cardiac muscle, (377) 109; (377) 131; (377) 338 Cell adhesion, (365) 51; (371) 271 
Cardiac steroid, (368) 169 Cell adhesion activity, (374) 262 
Cardiac troponin-l, (370) 175 Cell adhesion molecule, (365) 51 
Cardiac-like a myosin heavy chain, (367) 132 Cell adhesion receptor, (363) 123 
Cardioacceleratory peptide, (371) 311 Cell aggregation, (363) 289 
Cardiolipin, (368) 15; (373) 239 Cell attachment, (363) 214; (365) 227 
Cardiomyocyte, (377) 275 Cell capacitance, (363) 221 
Cardiomyopathic hamster, (364) 245 Cell culture, (369) 202 
Cardiomyopathy, (364) 245 Cell cycle, (360) 173; (363) 132; (370) 27; (372) 54; (373) 164; (375) 75; 
Cardiotoxin, (375) 162 (375) 155; (377) 26 
Cardiotrophin |, (372) 177 Cell cycle arrest, (358) 165 
Carnitine acyltransferases, (371) 137 Cell cycle control, (366) 92 
Carnitine palmitoyltransferase, (363) 41 Cell cycle regulation, (362) 295; (363) 145 
Carnosine, (371) 81 Cell death, (363) 304; (365) 66; (371) 345 
B-Carotene, (363) 137 Cell division, (366) 43 
¢-Carotene, (372) 199 Cell growth, (359) 119 
B.B- and B,e-Carotenoid, (367) 158 Cell growth regulation, (360) 34; (360) 34 
Carotenoid, (364) 125; (371) 61; (372) 199 Cell membrane, (369) 13 
Carotenoid binding, (365) 23 Cell model, (360) 132 
Carotenoid electrochromic response, (367) 167 Cell motility, (359) 229; (369) 38 
Carotenoprotein complex, (362) 34 Cell permeabilization, (371) 145 
Carrier protein, (360) 177; (374) 403 Cell proliferation, (359) 15; (364) 309 
Carsinogenesis, (358) 273 Cell recognition, (357) 98 
Cartilage, (363) 214; (364) 171 Cell redox, (364) 298 
Cartilage oligomeric matrix protein (COMP), (368) 307 Cell signaling, (376) 74 
Casein, (372) 185 Cell space organization, (369) 13 
Casein kinase-2, (363) 111; (368) 211 Cell specificity, (365) 101 
CAT activity, (358) 109 Cell surface receptor, (363) 49 
Catabolite repression, (364) 13; (376) 120; (377) 197 Cell volume, (370) 255; (373) 229; (377) 47 
Catalase, (367) 241; (370) 97; (371) 297 Cell wall, (358) 165; (371) 163 
Catalitic binding site, (374) 192 B-Cell, (358) 23; (371) 99 
Catalysis, (370) 75 Cell-cell interaction, (374) 17 
Catalytic antibody, (375) 273 Cell-cycle regulated expression, (358) 67 
Catalytic site, (369) 57 Cell-free system, (364) 139 
Catalytic triad, (368) 397 Cell-free translation, (359) 89 
Catecholamine, (360) 67; (362) 131 Cell-free translocation system, (362) 29 
Catecholamine secretion, (359) 137; (372) 39 Cell-matrix adhesion, (376) 159 
Catenins, (374) 415 Cell-mediated immunity, (363) 53 
Catharanthus roseus, (374) 345 Cellobiose dehydrogenase, (369) 233 
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Cellubrevin, (377) 489 

Cellular proliferation, (371) 337 

Cellular redox, (358) 62 

Cellular regulation, (373) 30 

Cellulase, (360) 121; (372) 96; (376) 49 

Cellulose-binding domain, (372) 96 

Cellulosome (Clostridium thermocellum), (360) 121 

Cell-uptake, (371) 283 

Central diabetes insipidus, (362) 19 

Central nervous system, (370) 250 

Centrifugal elutriation, (373) 164 

Cephalopod rhodopsin, (359) 45 

Cephalosporium acremonium, (358) 97; (373) 303 

Ceramide, (358) 211; (367) 283; (368) 477; (369) 18; (375) 249 

c-erbB-2, (373) 245 

Cerebrospinal fluid, (359) 164; (376) 37 

Ceruloplasmin, (376) 202 

CF,CF,, (377) 163 

c-Fgr, (367) 149 

c-fos, (357) 45; (361) 140; (369) 169; (376) 141 

CFTR, (374) 312 

cGMP, (364) 189; (373) 250; (374) 34 

cGMP-dependent protein kinase, (374) 356; (374) 419; (375) 263 

cGMP.-inhibited cyclic nucleotide phosphodiesterase, (374) 187 

CH, activation, (362) 5 

Chain fold, (368) 289 

Channel, (361) 123; (374) 169 

Channel activity, (377) 444 

Channel inactivation, (377) 383 

Chaperone, (359) 123; (362) 151; (364) 272; (365) 133; (369) 305; (371) 
154; (372) 283; (374) 211; (375) 211 

Chaperonin, (359) 195; (361) 55; (362) 121; (366) 17; (369) 283 

Chaperonin 10, (361) 211 

Chaperonin, split of, (362) 121 

CHAPS, (375) 108 

Chara, (375) 151 

Characeae, (361) 65 

Charibdotoxin, (359) 41 

CheA protein, (374) 161 

Chemical carcinogenesis, (366) 143 

Chemical cross-linking, (373) 234 

Chemical deacylation, (371) 241 

Chemical modification, (360) 207 

Chemical transduction, (367) 233 

Chemically induced dynamic nuclear polarization (CIDNP), (371) 13 

Chemiluminescence, (377) 309 

Chemokine, (360) 155 

Chemokinesis, (367) 180 

Chemotaxis, (358) 31; (376) 19 

CheY protein, (374) 161 

Chick embryo chondrocyte, (373) 207 

Chick muscle, (368) 139 

Chicken cystatin variant, (361) 179; (361) 185 

Chilling stress, (362) 235 

Chimera, (360) 144 

Chimeric enzyme, (364) 325 

Chimeric receptor, (357) 93; (364) 23; (375) 1 

CHIP28, (373) 269 

CHL cell, (373) 23 

Chlamydomonas, (370) 222; (377) 163 

Chloramphenicol acetyltransferase, (375) 211 

Chlorella protothecoides, (364) 41 

Chloride, (361) 123 

Chloride channel, (368) 5; (375) 56 

1-Chloro-2,4-dinitrobenzene, (368) 73 

Chlorophyll, (370) 241 

Chlorophyll c, (363) 175 

Chlorophyll catabolism, (364) 41 

Chlorophyll fluorescence, (371) 61 

Chloroplast, (358) 39; (361) 35; (364) 305; (367) 19; (368) 263; (373) 
262; (377) 349 

Chloroplast development, (367) 158 

Chloroquine diphosphate, (361) 149 

CHO cell, (369) 263; (373) 103; (377) 275; (377) 290 

Cholera toxin, (368) 563 

Cholesterol, (361) 46; (372) 29 

Cholesterol efflux, (363) 29 

Cholesterol hydroperoxide, (357) 135 
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Cholesterol synthesis, (358) 230 

Cholesteryl ester cycle, (363) 29 

Cholesteryl sulfate, (362) 197 

Choline, (357) 279; (358) 243 

Cholinephosphotransferase, (377) 271 

Cholinesterase, (370) 212 

7-Chrolo-4-nitrobenzofrazan, (368) 207 

Chondrocyte, (363) 214 

Chromaffin cell, (362) 15; (374) 77; (377) 31 

Chromaffin granule, (359) 69 

Chromatin, (364) 33; (366) 26; (369) 118; (377) 51 

Chromatin high-order folding, (361) 149 

Chromogranin, (360) 294; (361) 8 

Chromogranin B, (369) 267 

Chromophore, (362) 50; (374) 157 

Chromosomal assignment, (361) 269 

Chromosomal localization, (373) 229; (377) 15 

Chromosomal mapping, (358) 233; (377) 429 

Chromosome 14, (363) 304 

Chromosome 16, (361) 233 

Chronic low-frequency stimulation, (367) 132 

Chymotrypsinogen C, (367) 211 

CICR, (367) 23; (373) 182 

CIF] (GGS1/TPS1), (377) 457 

Cigarette smoke, (375) 179 

Cilia, (364) 147 

Cimetidine, (360) 10 

Cinnabarinic acid, (376) 202 

Cinnamate 4-hydroxylase, (374) 345 

Circular dichroism, (358) 133; (358) 247; (360) 202; (361) 176; (362) 
266; (364) 165; (364) 185; (366) 99; (368) 526: (369) 197: (370) 153: 
(374) 257; (375) 304; (377) 92 

Citrate, (361) 225 

Citrus, (358) 182; (366) 151 

CK2 f-subunit, (363) 111 

c-kit, (374) 69 

Cl channel, (367) 319 

Cl” conductance, (374) 312 

Clean total correlation spectroscopy, (377) 301 

Cleavage activity, (368) 304 

Cleaved actin, (375) 151 

Clone, (375) 56 

Cloning, (359) 142; (363) 256; (364) 125; (370) 269; (374) 25; (375) 121; 
(376) 103 

Clostridium botulinum, (376) 41 

Clostridium cochlearium, (369) 252 

Clotrimazole, (360) 10 

CIpA, (377) 41 

ClpP, (377) 41; (377) 249 

Cluster, (367) 53 

c-Met, (372) 78 

c-myc, (371) 337 

CNP, (370) 6 

CNS, (375) 129 

CNTF, (362) 75 

CO, assimilation, (359) 50 

CoA, (357) 212 

Coactosin, (374) 284 

Coagulation, (371) 271; (374) 141; (375) 103 

Coat protein, (369) 93 

Coat protein gene, (359) 89 

Cobalt, (370) 203 

Co-culture, (372) 108 

Codon distribution, (376) 195 

Codon usage, (362) | 

Coenzyme B,,, (369) 252 

Coexpression, (362) 143 

Cofactor biogenesis, (371) 276 

Cohesin domain, (360) 121 

Coiled-coil, (369) 27; (377) 243 

Cold, (373) 131 

Cold denaturation, (358) 247 

Cold inactivation, (359) 20 

Cold stability, (377) 185 

Collagen, (364) 171; (366) 33; (368) 377; (368) 551 

Collagen lattice culture, (357) 287 

Collapsin, (370) 269 

Collectin, (376) 6 
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Colony formation, (362) 257 

Color vision, (362) 247 

Colorectal carcinoma, (359) 97 

Compact denatured state, (367) 297 
Compartmental boundary, (369) 97 
Compartmentation, (373) 76 

Competitive displacement, (360) 111 
Competitive inhibition, (368) 97 

Competitive PCR, (374) 341 

Complement, (358) 323; (368) 87; (368) 401; (376) 31 
Complement factor D, (371) 300 

Complement fragment 5a, (359) 229 
Complement receptor type 2, (372) 291 
Complementation, (358) 43; (366) 99 

Complete relaxation matrix, (370) 163 
Complex, (363) 115 

Complex I, (367) 107 

Complex II, (359) 23 

Computer modeling, (377) 77 

Computer program, (376) 125 

Con A, (371) 287 

15-cis Configuration, (363) 137 

Confocal microscopy, (364) 198 

Conformation, (361) 29; (363) 65; (370) 105; (377) 363 
Conformation in solution, (374) 117 
Conformational change, (358) 133; (363) 118; (371) 39 
Conformational flexibility, (373) 239 
Conformational mobility, (371) 35 
Conformational probe, (361) 173 
Conformational search, (370) | 

Conformational stability, (371) 94 
Conformational switch, (366) 87 

Congenital muscular dystrophy, (376) 37 
Congestive heart failure, (373) 97 

Conjugation, (371) 283 

@ Conotoxin MVIIC receptor, (366) 21 
Consensus sequence, (361) 191; (368) 105 
Consensus sequence V3 loop, (374) 117 
Conserved core sequence, (358) 182 

Conserved negatively-charged residues, (371) 39 
Conserved sequence motif, (369) 57 

Conserved sequence region, (377) 6 
Constitutive, (372) 229 

Constitutive activity, (363) 261 

Constitutive and regulated cell, (362) 143 
Constitutive receptor activity, (377) 275 
Contact inhibition, (372) 33 

Contact site, (368) 15 

Contraction, (361) 51; (363) 235 

Conus magus, (370) 163 

Convertase, (362) 143; (362) 276 

Cooperativity, (363) 81; (377) 330 

5-Coordinate vs. 6-coordinate heme systems, (370) 97 
Copper, (357) 135; (362) 197; (364) 75; (368) 432 
Copper chloride, (367) 19 

Copper oxidation, (377) 240 

Copper protein, (365) 92; (371) 276 

Copper salts, (368) 513 

Copper-dependent monooxygenase, (366) 165 
Copper(1), (362) 39 

Corneal endothelial cell, (361) 61 

Coronatin, (377) 523 

Coronin-homologue, (364) 283 
Corticosteroid-binding protein, (375) 159 
Corticotropin releasing hormone (CRH), (374) 113 
Corticotropin releasing hormone receptor, (374) 113 
Cortisol, (375) 159 

COS cell, (368) 321 

Cotranscription, (368) 429 

p-Coumaric acid, (374) 157 

Coupling effect, (363) 127 

Covalent binding, (368) 87 

Covalent modification, (363) 307 

Covalent protein DNA link, (377) 258 

Cow brain, (375) 117 

CP55,940, (369) 177 

CpG, (376) 125 

Cpn60, (361) 55 


CR3, (373) 189 

Crassulacean Acid Metabolism (CAM), (377) 399 

Cre, (377) 92 

CREA, (371) 191; (376) 103 

Critical thiol, (358) 255 

Cross validation, (363) 127 

Cross-linking, (360) 160; (366) 17; (367) 19; (368) 235; (375) 11 

Cross-resistance, (374) 130 

Crustacyanin, (362) 34 

Cruzipain, (370) 101 

Cryo-electron microscopy, (369) 43 

Cryogenic transmission electron microscopy, (365) 27 

Cryptococcus, (368) 326 

Cryptogein, (374) 203 

Cryptophycin, (377) 59 

Crystal, (359) 244; (374) 292 

Crystal structure, (369) 57; (374) 221 

2D Crystal, (359) 45 

a-Crystallin, (369) 305; (369) 321; (372) 283 

y-Crystallin, (372) 283 

Crystallization, (357) 62; (363) 22; (363) 115; (367) 214; (368) 49; (369) 
229; (372) 93; (373) 310; (374) 110 

Crystallography, (370) 209 

CsA, (371) 47 

c-Sre kinase (CSK), (367) 149 

C-Terminal sequencing, (357) 65 

C-terminus, (357) 297 

C-type lectin, (376) 6 

C-type natriuretic peptide, (373) 108 

Cu/Zn superoxide dismutase, (374) 85 

Cubic membrane, (369) 13 

Cubic phase, (368) 143 

Cucumber mosaic virus, (372) 165 

Cucumis sativus (cucumber), (362) 70; (367) 12 

Cu,-deficient mutant, (370) 259 

Cultured endothelial cell, (376) 262 

Cultured neurons, (371) 249 

Curcacycline A, (358) 215 

Cu,Zn superoxide dismutase, (374) 199 

CuZnSOD activity, (362) 323 

CVdIIIA, (358) 182 

CXXC motif, (372) 210 

Cyanide-resistant oxidase, (362) 10 

Cyanobacteria, Synechocystis sp. PCC 6803, (371) 89 

Cyanobacterium, (361) 111; (367) 45 

Cyclic ADP-ribose, (360) 303; (371) 204 

Cyclic ADP-ribose hydrolase, (368) 481 

Cyclic AMP, (364) 218; (368) 411 

Cyclic AMP-dependent protein kinase, (362) 291; (368) 563; (375) 294 

Cyclic GMP, (364) 314; (374) 295 

Cyclic peptide, (358) 215; (372) 203 

Cyclic voltammetry, (357) 55; (361) 75; (368) 220 

Cyclic-AMP analog, (367) 319 

Cyclic-AMP receptor (CAR1), (368) 358 

Cyclin B2, (370) 109 

Cyclin D1, (373) 164 

Cyclin-dependent kinase (Cdk), (360) 173; (362) 295; (367) 103 

Cycloheximide, (368) 110 

Cyclooxygenase, (371) 315 

Cyclooxygenase inhibitor, (360) 75 

Cyclophilin, (371) 47 

Cyclosporin A, (357) 221; (358) 158; (362) 239; (368) 101; (368) 110; 
(371) 258 

Cyclosporine, (358) 109 

Cystatin, (357) 309; (360) 101; (370) 101 

Cysteine, (364) 55 

Cysteine conjugate f-lyase, (360) 277 

Cysteine proteinase, (357) 309; (360) 101; (361) 179; (368) 397; (369) 
326; (370) 78; (370) 101; (375) 169 

Cysteine proteinase inhibitor, (357) 309; (361) 179; (361) 185 

Cysteine synthesis, (358) 43 

Cysteine-S-conjugate f-lyase, (367) 141 

Cystic fibrosis, (361) 265; (363) 189; (374) 312 

Cystic fibrosis transmembrane conductance regulator (CFTR), (363) 
189; (366) 87 

Cystine-knot, (376) 251 

Cystinuria, (368) 389 

Cytochrome, (357) 70 








78 


Cytochrome a, (374) 371 

Cytochrome /,<., (367) 1; (367) 77; (370) 69; (377) 345 

Cytochrome b, Bacillus subtilis, (359) 23 

Cytochrome b-559, (377) 325 

Cytochrome c, (360) 255; (362) 266; (365) 30; (371) 267; (375) 206 

Cytochrome c gene, (360) 39 

Cytochrome c oxidase, (367) 291; (368) 148; (369) 136; (371) 267 

Cytochrome c peroxidase, (365) 152; (377) 145 

Cytochrome oxidase, (359) 27; (370) 53; (374) 371; (375) 206 

Cytochrome P450, (360) 10; (364) 79; (364) 152; (366) 159; (374) 174: 
(374) 270; (377) 213 

Cytochrome P<, (368) 279; (374) 345; (375) 277 

Cytochrome P,.. reductase, (374) 345 

Cytochrome P-450 reductase, (361) 206 

Cytochrome-c oxidase, (368) 132 

Cytokine, (357) 1; (359) 262; (364) 229; (366) 159; (367) 93; (373) 39; 
(377) 237 

Cytokine receptor, (369) 169 

Cytokine receptor domain, (360) 43 

Cytokines, (369) 136 

Cytokinin-like substance, (365) 10 

Cytoplasm, (361) 135 

Cytoplasmic droplet, (361) 65 

Cytoplasmic dynein, (369) 101 

Cytoplasmic granule, (364) 268 

Cytoskeleton, (359) 229; (363) 231; (369) 38; (371) 29; (372) 161; (373) 
76; (374) 149; (374) 284; (374) 393; (375) 243 

Cytosolic free Ca** concentration ({Ca**];), (359) 137 

Cytotoxicity, (358) 175; (372) 1; (373) 151; (374) 333 


D. africanus, (363) 199 

2-D gel protein databases, (369) 122 
2-D GTP ligand blotting, (369) 122 
D1 protein, (364) 239; (368) 263 
D9Y6N mutant, (377) 330 

DAD1, (363) 304 

DAMGO, (357) 93; (375) 1 

DANG cell, (368) 45 

Dansyl chloride, (363) 307 
DARPP-32, (364) 67 

dbEST, (377) 475 

d(CACGTG),, (360) 231 

De novo design, (361) 176 
Deacylation, (358) 71 

DEAD box protein, (363) 25 
Deamidation, (358) 171 

Death domain, (367) 39; (371) 321 
Decrease of DNA content, (367) 188 
Defense factor, (377) 373 

B-Defensin, (368) 331 

Degradation, (369) 249 

Degranulation, (369) 301; (371) 300 
Dehalogenase, (358) 171 

Delayed rectifier, (371) 307 
Delayed-type hypersensitivity, (363) 53 
Demembranated-reactivated spermatozoa, (368) 420 
Denaturation, (362) 43; (370) 105; (375) 174 
Dendrite, (368) 455 

Dendritic cell, (373) 127 
Denitrification, (360) 151; (371) 73 
2-Deoxyglucose, (365) 98 
Deoxyribonuclease I, (359) 211 
6-Deoxytalose, (371) 163 

Dependence on Mg” ion, (368) 304 
Dephosphorylation, (375) 75 
Depolarization, (361) 145; (366) 131 
Deprenyl, (358) 145 

Dequalinium, (359) 69 

Der f 3, (377) 62 

Dermatomyositis, (358) 262 
Dermonecrosis, (376) 135 
Desensitization, (359) 142; (361) 162; (367) 301; (369) 263 
Design (de novo), (375) 15 

Design principle, (367) 73 

Desmin, (358) 185 

Detection, (358) 179 

Detergent, (375) 188 
Detergent-insoluble complex, (377) 465 
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Determination of binding constant, (360) 111 

De-ubiquitinase, (376) 233 

De-ubiquitinating enzyme, (359) 73 

Development, (362) 337; (365) 42; (377) 403 

Development (Sphaerechinus granularis), (361) 115 

Developmental expression, (362) 342 

Dexamethasone, (363) 285 

Dextran, (371) 57 

DHER, (377) 290 

Diabetes, (367) 193; (368) 31; (368) 36; (368) 225; (371) 81; (371) 324; 
(374) 43; (375) 41 

Diabetes mellitus, (363) 277 

Diabetic nephropathy, (375) 41 

Diacylglycerol, (360) 242; (367) 301; (368) 143; (369) 18 

Diacylglycerol acyltransferase, (375) 188 

2,4-Diamino-6-hydroxy-pyrimidine, (363) 69 

Diaminoalkane, (361) 277 

Diclofenac, (360) 75 

Dictyostelium, (369) 38; (375) 87 

Dictyostelium discoideum, (359) 119; (362) 342; (368) 358; (368) 381; 
(374) 100 

Dictyostelium discoideum amoeba, (364) 276 

Dielectric constant, (374) 338 

Diethylmaleate, (371) 209 

DIF, (359) 119 

Diffential scanning calorimetry, (364) 9 

Difference spectrophotometry, (374) 192 

Differential display, (371) 209; (372) 69; (372) 189 

Differential gene regulation, (358) 62 

Differential hybridization, (357) 129 

Differential processing, (365) 108 

Differential scanning calorimetry, (358) 17; (358) 247; (360) 247; (361) 
173; (371) 123 

Differential screening, (363) 41 

Differential spectrophotometry, (377) 44 

Differentiation, (358) 105; (358) 233; (363) 293; (363) 311; (364) 193; 
(364) 298; (367) 103; (368) 81; (369) 183; (369) 340; (374) 69; (374) 
367; (375) 299 

Differentiation marker, (358) 84 

Differentiation (phorbol ester-induced), (368) 477 

Digitalis receptor, (359) 107 

Digoxigenin-labelled oligonucleotide, (368) 488 

Dihomogamma linolenic acid, (361) 118 

Dihydrofolate reductase gene, (359) 89 

7,8-Dihydroneopterin, (364) 234; (377) 461 

Dihydropinosylvin, (361) 299 

Dihydroxyethylthiamine pyrophosphate, (375) 220 

1a,25-Dihydroxyvitamin D,, (375) 299 

Dimer, (367) 315; (368) 55; (372) 169 

7,12-Dimethylbenz[aJanthracene, (358) 243 

N*-(N,N-Dimethylcarbamoyl)-a-aza-lysine p-nitrophenyl ester, 
(358) 53 

Dinophyceae, (363) 175 

Dinucleotide, (376) 125 

Dioxygen reduction chemistry, (370) 259 

Diphenyleneiodonium, (373) 307 

Diphenyleneiodoniumchloride, (376) 45 

Direct interfacial localization, (377) 408 

DiSC,(5), (376) 167 

Discontinuous gene, (370) 222 

Dispensable gene, (362) 257 

Displacement method, (362) 189 

Dissociation constant, (366) 156 

Distal heme pocket, (370) 97 

Disulfide, (371) 341; (376) 1 

Disulfide bond, (364) 55; (368) 481 

Disulfide bond formation, (370) 273 

Disulfide bridge, (369) 239; (372) 203; (377) 172 

Disulfide reduction, (370) 209 

Dithiothreitol-sensitive tetrameric protease, (371) 195 

Dityrosine, (364) 279 

Divalent adhesive protein, (374) 262 

Divinyl ether oxylipin, (371) 159 

Dig-A, (359) 159 

Dmc-azaLys-ONp, (358) 53 

DNA, (361) 265; (363) 115; (370) 105; (371) 279; (377) 301 

DNA alkylation, (360) 231 

DNA base modification, (374) 233; (375) 179 
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DNA binding, (360) 315; (361) 89; (371) 47; (373) 88 
DNA binding domain, (358) 278 

DNA binding motif, (359) 184 

DNA binding protein, (360) 125 

DNA cleavage, (364) 75; (372) 144; (373) 88 
DNA curvature, (364) 33 

DNA damage, (374) 233; (375) 179; (376) 207 
DNA digestion, (377) 9 

DNA fragmentation, (364) 139; (367) 188; (373) 299; (375) 21 
DNA gyrase, (373) 88 

DNA methylation, (357) 192; (361) 115; (370) 75; (370) 170; (371) 181 
DNA methyltransferase, (361) 115 
DNA-peptide interaction, (374) 387 

DNA photocleavage, (374) 426 

DNA polymerase, (357) 23 

DNA polymerizing activity, (369) 165 
DNA-protein binding, (360) 115 
DNA-protein complex, (362) 59 

DNA-protein cross-linking, (375) 27 
DNA-protein interaction, (362) 210; (369) 153; (369) 277; (372) 215 
DNA recognition, (372) 144; (372) 215; (375) 27 
DNA repair, (364) 255; (374) 287; (377) 118 
DNA replication, (362) 116 

DNA sequence, (364) 33 

DNA sequence recognition, (360) 21 

DNA sequencing, (359) 203; (366) 46 

DNA substitution, (368) 304 

DNA superstructure, (364) 17 

DNA synthesis, (371) 185; (372) 259; (373) 310 
DNA topoisomerase I, (368) 97 

DNA triple helix, (360) 21 

DNA triplex, (370) 153 

DNA/drug interaction, (375) 304 

DNA/RNA chimeric ribozyme, (357) 317 
DNA-binding protein, (360) 187; (369) 113; (376) 103; (377) 98 
DnaJ, (359) 129 

DnaJ, in vitro protein synthesis, (375) 211 
DnaKk, (375) 211 

DNase I footprinting, (357) 312 

2D NMR, (357) 317 

DNP, (365) 7 

dNTP utilization, (369) 165 

Docosahexanoic acid, (361) 118 
7,10,13,16-Docosatetraenoic acid, (367) 198 
Dolichol synthesis, (358) 230 

Dolichyl phosphate-p-mannose, (377) 128 
Domain, (357) 309 

Domain function, (363) 299 

Domain interaction, (358) 247 

Domain structure, (373) 296; (376) 49 

Donor side, (363) 251 

L-DOPA, (364) 75 

b-Dopachrome tautomerase, (373) 203 
Dopamine, (361) 215 

Dopamine D1 receptor, (374) 273 

Dopamine hydroxylation, (366) 165 

Dorsal root ganglion, (364) 129 

Double helix, (371) 279 

Double mutant, (370) 59 

Doubly-wound a/B fold, (358) 283 
Down-regulation, (358) 105; (376) 11 
Doxorubicin, (377) 201 

5-DOXY L-stearic acid, (361) 303 

Drosophila, (365) 83 

Drosophila ion channel, (358) 297 

Drosophila melanogaster, (357) 283; (370) 250; (371) 311; (375) 148 
Drosophila virilis, (360) 194 

Drug design, (374) 379 

Drug efflux, (373) 285 

Drug resistance, (367) 112 

Drug targeting, (376) 95 

DsbA, (364) 55 

DsbB, (364) 55 

ds-DNA, (374) 387 

DSIP and analogues, (368) 367 

ds-RNA specific R Nase, (372) 165 

Duplex formation, (360) 231 


Dwarfing, (358) 182 

dy mouse, (376) 37 

Dynamic light scattering, (359) 220; (376) 49 

Dynamics, (366) 104 

Dynamin, (367) 272; (369) 3 

Dystroglycan, (364) 245; (368) 139 

Dystrophin, (357) 125; (358) 153; (358) 262; (368) 500; (369) 27; (375) 
91; (375) 268 

Dystrophin-associated protein, (367) 311 

Dystrophin—glycoprotein complex, (364) 245 


E box, (366) 131 

El protein, (375) 134 

BES4 as covalent catalytic residue, (357) 145 

E7, (371) 214 

EBNA2, (371) 245 

Ebulin 1, (360) 299 

Ebulitin, (360) 299 

EC 3.4.11.2, (374) 341 

E-cadherin, (374) 415 

Ecotin, (365) 159 

Ectothiorhodospira halophila, (374) 157 

EDFP/activin A, (374) 69 

EDTA dependent phosphorylation, (364) 63 

EF hand, (362) 55 

EF-la, (377) 313 

Effector, (369) 52; (369) 287 

Effector interaction, (364) 45 

EF-Tu homolog, (358) 119 

EGF, (357) 251 

EGF receptor, (357) 161; (357) 251 

Egg jelly coat, (358) 205 

Egyptian mummy, (375) 280 

Ehrlich ascites carcinoma, (375) 21 

Eicosanoid, (358) 316 

Eicosanoids receptor, (361) 17 

elF-1, (365) 47 

elF2, (372) 249 

elF-4E, (360) 191 

elF-5A, (366) 92 

Elastase, (357) 247; (361) 265 

Elastin, (362) 225 

Elastin fragment, (368) 215 

Elastin synthesis, (368) 215 

Elastin-binding protein, (375) 159 

Electric birefringence, (369) 255 

Electric field, (377) 419 

Electrogenic H*-transporter, (375) 79 

Electroinsertion, (359) 9 

Electron cryomicroscopy, (373) 262 

Electron microscopy, (358) 17; (368) 139; (371) 77; (376) 67 

Electron paramagnetic resonance, (367) 1; (369) 252; (377) 345 

Electron Spin Resonance, (376) 58 

Electron transfer, (357) 70; (361) 97; (365) 30; (375) 197 

Electron transport chain, (373) 307 

Electrooptics, (377) 419 

Electrophoresis, (370) 212 

Electrophysiology, (369) 290 

Electrospray ionization mass spectrometry, (358) 323; (374) 208 

Electrospray mass spectrometry, (357) 187; (359) 192; (360) 93; (360) 
231 

Electrostatic interactions, (368) 551; (374) 387 

Elicitor, (360) 57; (374) 203 

ELISA, (375) 280; (377) 118 

Elongation factor, (358) 119 

Elongation factor Ts, (368) 49 

Elongation factor Tu, (357) 19; (358) 71; (365) 214; (377) 253 

Embryonal carcinoma cell, (370) 231 

Embryonal development, (371) 297 

Enalapril, (361) 22 

Endocytic pathway, (369) 84 

Endocytosis, (357) 109; (358) 73; (360) 70; (360) 266; (366) 65; (367) 
272; (369) 3; (369) 101; (376) 95 

Endoglucanase, (376) 49 

Endoglycoceramidase, (374) 299 

Endonuclease, (364) 264 

Endopeptidase, (357) 129 
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Endoplasmic reticulum, (357) 305; (362) 126; (362) 229; (369) 76; (369) 
89; (369) 93; (370) 69; (371) 145; (372) 210; (376) 53; (377) 31; (377) 
271 

Endoribonuclease, (371) 345 

Endosome, (368) 125; (368) 358 

Endothelial cell, (361) 118; (361) 291; (362) 276; (363) 277; (364) 314; 
(372) 194 

Endothelin, (371) 140; (374) 379 
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engrailed, (365) 71 

Enhancer, (358) 13; (369) 335 

Enkephalin, (357) 187 

[p-Ala*,MePhe*,Gly(ol)*]Enkephalin, (364) 23 
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(370) 159; (372) 126; (374) 265 

EPR spectroscopy, (370) 83; (374) 371 

Ergosterol, (372) 29 

Erythrocyte, (359) 9; (359) 35; (362) 165; (371) 297 
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Familial amyotrophic lateral sclerosis, (368) 449 

Family F xylanase, (362) 281 

Fas, (371) 321; (376) 15 

Fas antigen, (364) 134 

Fas ligand, (373) 265 
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Fatty acylcarnitine, (357) 75 
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Fluorescence lifetime distribution, (374) 338 
Fluorescence recovery after photobleaching, (376) 77 
Fluorescence spectrometry, (367) 163 
Fluorescence spectroscopy, (370) 189; (375) 231 
Fluorescent inhibitor, (362) 189 
Fluoromethylaniline, (368) 279 
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(372) 99; (372) 161; (373) 155 

G protein a-subunit, (365) 13 

G protein-coupled receptor, (359) 142; (361) 243; (362) 131; (375) 121 
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Glutamate dehydrogenase, (367) 291 

Glutamate mutase, (369) 252 

Glutamate receptor, (363) 184; (368) 230; (377) 390 
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GroEL-—GroES complex formation, (369) 283 

GroES, (359) 123; (361) 211; (366) 17 
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441; (370) 245; (371) 35; (376) 1; (376) 190; (376) 216 

H19, (374) 57 

Haematococcus pluvialis, (364) 125 
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Major allergen, (363) 6 

Major facilitator superfamily (MFS), (377) 232 

Malate synthase, (374) 225 

MALDI-MS, (357) 65; (367) 67 

Malignancy, (377) 51 

Maltose 1l-epimerase, (367) 177 

Mammalia, (368) 541 

Manduca sexta, (361) 153; (371) 311 

Manganese, (363) 251; (371) 132; (374) 62; (375) 223 

Mannose |-phosphate, (377) 318 

Mannose-6-phosphate, |- and 2-D NMR spectroscopy, (365) 203 

Mannose-6-phosphate/insulin-like growth factor II receptor, (360) 34; 
(360) 34 

Mannosyltransferase, (373) 275; (377) 128 

MAP kinase, (357) 290; (359) 133; (364) 223; (364) 229; (364) 211; (365) 
42; (368) 55; (368) 77; (368) 183; (370) 141; (373) 123; (375) 289; (377) 
393; (377) 497 

MAP-signaling pathway, (376) 199 

MAP'IB, (371) 29 

Marker, (375) 125 

MASI17, (357) 202 

Mass analysis, (377) 145 

Mass spectrometry, (365) 23; (366) 81; (367) 237; (371) 21; (371) 341; 
(376) 91 

Mast cell, (368) 151 

Mastoparan, (374) 216 

Matrix metalloproteinase, (361) 61; (369) 249 

Matrix metalloproteinase 9, (360) 75 

Matrix protein, (377) 434 

Maturation, (368) 81 

M-caveolin, (376) 108 

MCD, (370) 53 

MCEF-7 breast carcinoma cell, (362) 139 

Mch2, (375) 169 

MCLA-dependent organ luminescence, (372) 140 

MDCK cell, (369) 207; (373) 123 

MDR, (373) 285 

MDR folding, (359) 1 

ME1, (374) 279 

ME2, (374) 279 

Mechanism of activation, (370) 113 

Medicago sativa L., (360) 57 

MEK, (357) 290 

Melanin-concentrating hormone (MCH), (359) 199 

Melanocyte, (374) 113 

Melanocyte-stimulating hormone (MSH), (359) 199 

Melatonin, (375) 148 

Melatonin receptor, (372) 99 

Melittin, (372) 131 

Membrane, (369) 34; (376) 108; (376) 211 

Membrane aggregation, (377) 444 
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Membrane anchor, (374) 345 Microbial product, (372) 54 
Membrane binding, (367) 12 Microbody, (377) 434 
Membrane-bound polysome, (361) 220 Micro-characterization, (376) 91 
Membrane biogenesis, (370) 69 Microcin, (357) 235 
Membrane contact site, (372) 29 Microcompartmentation, (361) 135 
Membrane damage, (359) 155 Microcystin, (362) 101; (371) 236; (377) 123 
Membrane fusion, (362) 243; (368) 143 a,-Microglobulin, (362) 50 
Membrane insertion, (369) 76 Microinjection, (358) 287 
Membrane lipid, (360) 85; (365) 66 Microsequence, (357) 187 
Membrane permeability, (367) 5 Microsomal |a-hydroxylation, (375) 277 
Membrane permeability (rat liver), (362) 239 Microsome, (358) 230; (367) 198; (371) 137; (375) 188 
Membrane phosphorylation, (373) 71 Microtubule, (360) 5; (368) 10; (371) 29 
Membrane potential, (359) 27; (359) 255; (367) 167; (367) 180 Microtubule-associated protein, (360) 5; (376) 238 
Membrane protein, (361) 255; (365) 18; (368) 148; (369) 140; (370) 69; Microtubule associated protein tau, (360) 132 
(377) 140; (377) 451 Microtubule motor, (368) 531 
Membrane protein biosynthesis, (362) 126 Microvesicle, (367) 233 
Membrane protein crystallization, (368) 132; (373) 10 Microvillous membrane, (375) 227 
Membrane protein insertion, (371) 303 Midkine, (362) 147 
Membrane protein intrinsic fluorescence, (371) 303 MIGI, (371) 191 
Membrane remodelling, (357) 98 Milk, (372) 185 
Membrane skeleton, (363) 231 Millimetre microwave, (359) 85; (366) 49; (367) 53 
Membrane traffic, (368) 122 MIN6 cells, (371) 253 
Menasemiquinone, (359) 23 Mineralization, (373) 1 
Mercuric chloride, (361) 295 Minimal genome, (362) 257 
Mercury, (360) 251 Minor groove binding, (375) 304 
Mercury (II), (358) 27 MIP-2 mRNA, (363) 285 
Mesangial cell, (364) 218; (370) 141 Mislocation of proteins, (359) 6 
Mesangial cell (rat), (374) 375 Mismatch base pair, (377) 301 
Mesendoderm, (369) 221 Mite, (370) 11 
Messenger RNA, (373) 35 Mitochondria, (357) 297; (358) 273; (360) 80; (365) 75; (368) 177; (369) 
Metabolic control analysis, (368) | 136 
Metabolic unit, (368) 1 Mitochondria, plant, (373) 307 
Metabotropic glutamate receptor, (367) 301 Mitochondria (rat heart), (368) 101 
Metal, (373) 76 Mitochondrial, (358) 119 
Metal analysis, (358) 189 Mitochondrial ATPase complex, (368) 505 
Metal binding, (368) 285 Mitochondrial channel, (362) 239 
Metal incorporation, (368) 432 Mitochondrial DNA, (362) 337 
Metal ion cluster, (358) 278 Mitochondrial matrix, (374) 309 
Metallo-protease, (371) 195 Mitochondrial membrane, (377) 530 
Metalloproteinase, (364) 28 Mitochondrial outer membrane, (357) 202; (370) 69 
Metallothionein, (373) 76 Mitochondrial phosphoprotein, (377) 470 
Metal-substitution, (372) 126 Mitochondrial precursor protein, (359) 93 
Metastasis, (362) 161; (369) 290 Mitochondrial presequence, (359) 93; (368) 15; (373) 239 
Methane monooxygenase, (362) 5 Mitochondrial RNA, (375) 268 
Methanobacterium thermoautotrophicum, (368) 203 Mitochondrion, (359) 179; (360) 235; (362) 24; (363) 41; (364) 143; 
Methanogenic Archaea, (368) 203 (370) 222; (372) 29; (372) 238; (373) 45; (375) 206; (375) 307 
Methanogens, (371) 119 Mitogen, (360) 62 
Methanol, (371) 267 Mitogen-activated protein kinase, (368) 160; (376) 141 
N*'°-Methenyltetrahydrofolate synthetase, (364) 215 Mitogenic signaling, (373) 146 
Methicillin-resistant Staphylococcus aureus, (362) 80 Mitogenic stimulation, (358) 287 
Methionine, (366) 104 Mitosis, (375) 75 
5-Methylcytosine, (370) 75 M MoxB, (364) 289 
9-Methyl-7-bromoeudistomin D, (373) 250 Mn”** influx, (359) 137 
2-Methyl,4-carboxy-3,4,5,6-tetrahydropyrimidine, THP(B), (367) 33 Mn-cluster, (377) 325 
2-Methyl,4-carboxy,5-hydroxy-3,4,5,6-tetrahydropyrimidine, Mobility shift assay, (358) 109 
THP(A), (367) 33 Mode of action, (360) 217 
Methylamine, (371) 267 Model membrane, (357) 75 
Methylation, (376) 125 Modified base, (364) 255 
Methylation of regulatory region, (360) 115 Modified nucleoside, (362) 24 
N-Methyl-p-aspartate receptor, (377) 390 Modified nucleoside 5’-triphosphate, (357) 23 
Methylenetetrahydrofolate dehydrogenase, (368) 177 Module, (358) 193 
3-O-Methylglucose, (365) 98 Molecular chaperone, (358) 129; (358) 161; (359) 129; (369) 72; (369) 
Methyllycaconitine, (365) 79 321; (376) 67; (377) 481; (377) 505 
Methylotrophic growth, (371) 267 Molecular cloning, (357) 86; (360) 155; (363) 226; (367) 311 
2-Methyl-2-nitrosopropane, (360) 47 Molecular dynamics, (374) 21 
Methyl-p-nitrobenzenesulfonate, (363) 307 Molecular dynamics, (357) 37 
Methylscopolamine, (377) 275 Molecular evolution, (367) 306; (373) 212 
4-Methylumbelliferyl-N-acetyl-a-p-neuraminic acid, (372) 148 Molecular expression, (374) 295 
Mg”’* binding, (377) 44 Molecular genetics, (369) 38 
Mg”* loading, (371) 52 Molecular interaction, (364) 109 
Mg-ATP, (361) 55 Molecular mechanics, (357) 37; (377) 77 
Mg’*-ATPase activity, (363) 246 Molecular mimicry, (369) 243 
[Mg~*], decrease, (371) 52 Molecular modeling, (361) 243; (374) 216; (374) 379 
MGF-Stat 5, (360) 29 Molecular motion of protein, (377) 502 
MHC class II, (363) 85; (373) 127 Molecular motor, (368) 531 
Micellar enzymology, (364) 98 Molecular properties, (360) 197 
Micellar-lamellar transition, (358) 17 Molecular recognition, (362) 306; (370) 1; (375) 15 
Micelle, (373) 239 Molecular replacement, (367) 214; (373) 310; (377) 150 
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Molecular structure, (357) 37 

Molecular superposition, (377) 77 

Mollusc, (365) 71 

Molluscan hemocyte, (365) 120 

Moloney Murine Leukemia Virus, (361) 41 

Molten globule, (362) 43; (370) 212 

Molten globule state, (359) 6 

Molybdenum cofactor, (370) 197 

Molybdoenzyme, (370) 197 

MOM22, (357) 202 

Mono-allelic expression, (374) 57 

Monoamine oxidase-B inhibitor, (358) 145 

Monoclonal antibody, (357) 140; (358) 262; (359) 189; (362) 80; (363) 
17; (363) 57; (363) 118; (363) 195; (367) 85; (367) 153; (368) 401; (375) 
280; (376) 243 

Monocyte, (363) 78 

Monocyte chemoattractant protein (MCP-1), (374) 375 

Monocyte-derived macrophage, (357) 129 

Monocyte-macrophage (human), (358) 175 

Monomer, (367) 315 

Monomer-—dimer equilibrium, (374) 199 

Mononucleotide binding fold, (363) 33 

Monooxygenase, (364) 41 

Morphine, (369) 192 

Morphine-6f-glucuronide, (369) 192 

3-Morpholinosydnonimine, (371) 86 

Morris hepatoma 7777 cell line, (376) 159 

Mortalin, (361) 269 

Motif, (377) 475 

Motility assay, in vitro, (365) 167 

Motility (in vitro), (375) 151 

Motor neuron disease, (368) 449 

Motor protein, (375) 151 

Mouse, (361) 269; (368) 405; (370) 269 

Mouse 5-HT,, receptor, (377) 451 

Mouse development, (359) 15 

Mouse ribonucleotide reductase, (373) 310 

Mouse sperm receptor saccharide, (367) 67 

Mouse testis, (358) 129 

Mouse, transgenic, (364) 171 

Mov-34, (363) 97 

mRNA, (360) 191; (364) 171; (366) 92; (368) 336; (371) 307; (372) 88; 
(373) 76; (373) 108; (374) 135 

mRNA expression, (366) 170 

mRNA level, (372) 157 

mRNA localization, (357) 86 

mRNA regulation, (366) 170 

mRNA stability, (357) 265 

mRNA turnover, (377) 185 

MRP-14, (371) 271 

MRP-8, (371) 271 

MSP23, (368) 239 

mtDNA, (376) 15 

Mu, receptor, (369) 192; (369) 192; (369) 192 

Mucin, (368) 139 

Mucus proteinase inhibitor, (361) 265 

Multicatalytic proteinase complex, (366) 37 

Multicopy suppressor, (369) 212 

Multidrug resistance, (376) 95; (377) 285 

Multidrug resistance, P-glycoprotein, (368) 373 

Multidrug resistance protein, (368) 385 

Multienzyme, (357) 212 

Multi-enzyme complex, (360) 121 

Multigene family, (368) 500 

Multimer structure, (375) 259 

Multiple cysteine mutants, (370) 19 

Multiple myeloma, (377) 515 

Multiple organ failure, (373) 19 

Multiple sequence alignment, (357) 149; (368) 105 

Multi-step DNA cleavage, (358) 255 

Multiubiquitin chain, (359) 73 

Murine D, receptor, (361) 215 

Murine erythroleukemia cell differentiation, (368) 466 

Murine macrophage-like cell, (368) 425 

Muscarinic receptor, (377) 275 

Muscarinic toxin, (371) 171 

Muscle, (361) 51; (366) 131; (369) 43; (376) 108 

Muscle contraction, (364) 59; (375) 67 


Muscle damage, (373) 291 

Muscle denervation, (375) 67 

Muscle membrane, (366) 109 

Muscle relaxation, (369) 136 

Muscular dysgenesis, (368) 405 

Muscular dystrophy, (358) 262; (364) 245 

Mutagenesis, (360) 144; (360) 169; (362) 151; (362) 257; (363) 33; (365) 
155; (366) 61; (367) 163; (368) 397; (369) 165; (370) 93; (372) 249; 
(374) 287; (377) 368 

Mutant, (360) 89; (366) 104; (370) 197 

Mutant lysozymes, (371) 17 

Mutant protein, (370) 209 

Mutant rat trypsin, (370) 179 

Mutants of Scenedesmus, (367) 158 

Mutation, (358) 1; (363) 179; (366) 72; (367) 112; (367) 257 

Mutational analysis, (374) 327 

Mutational hotspot, (362) 205 

Mycobacteria, (375) 254 

Mycobacterium smegmatis, (368) 23 

Myelin, (368) 393 

Myelin biogenesis, (377) 465 

Myeloid cell, (374) 1; (376) 225 

Myeloid differentiation, (360) 29 

Myeloid leukemia, (376) 146 

Myocardial infarction, (373) 97 

MyoD, (368) 81 

Myofibril (rabbit psoas), (364) 59 

Myogenesis, (362) 89; (369) 340 

Myogenin, (361) 140; (362) 89 

Myoglobin, (360) 271 

Myometrium, (372) 6 

Myosin, (363) 246; (369) 101; (373) 217; (377) 123 

Myosin isoforms, (375) 67 

Myosin light chain, (374) 6 

Myosin light chain phosphatase, (367) 246 

Myosin light chain (rabbit fast skeletal), (369) 255 

Myosin subfragment 1, (371) 261 

12-Myristate 13-acetate (PMA), (359) 137 

Mytilus, (363) 37 

Myxococcus xanthus, (358) 31 


Na pump, (363) 75; (376) 211 

Na’® site, (363) 179 

Na* transport, (363) 46 

Na*/Ca** exchanger, (371) 249 

Na‘/glucose cotransporter trafficking, (377) 181 
Na‘*/H* antiporter, (363) 264; (371) 119; (374) 17 
Na‘/H* exchange, (361) 145 

Na‘*/K*-ATPase, (377) 21 

Na‘*/K*-pump, (363) 179 

Na‘*/K*-transporting ATPase, (359) 107 

Na*/Mg”* antiport, (371) 52 

Na*-ATPase, (359) 255 

Na-Ca exchanger, (364) 198 

NAD” glycohydrolase, (359) 35; (371) 204; (377) 530 
NADH dehydrogenase, (375) 5 

NADH: ubiquinone oxidoreductase, (367) 107; (369) 173 
NADH-coenzyme Q reductase, (366) 119 
NADH-cytochrome /, reductase, (361) 97 
NADH-quinone reductase, (363) 75 
NADH-ubiquinone oxidoreductase, (370) 83; (375) 5; (377) 470 
NAD(P)H dehydrogenase, (373) 307 

NADPH oxidase, (377) 345 

NAD(P)H oxidation, (365) 75 

NAD(P)H: plastoquinone oxidoreductase, (367) 107 
NADPH-dependent diaphorase, (361) 206 
NADPH-dependent oxidoreductase, (370) 32 

Na-K ATPase, (372) 119 

Na*,K*-ATPase, (360) 67; (362) 85; (368) 169 
Na,K-ATPase pump, (368) 110 

Native and asialo-Tamm-—Horsfall glycoproteins, (371) 32 
Native DNA, (368) 27 

Natriuretic peptide receptor, (360) 169 
Natrobacterium pharaonis, (364) 168 

Natural product screening, (357) 269 

Natural variant, (374) 363 

NBD, (368) 393 

ned, (368) 531 
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NDP kinase, (363) 311 

Necrosis, (364) 264 

Nedd2, (368) 69 

Nedd2/Ich-1, (375) 169 

nef, (365) 141 

Nef protein, (357) 275 

Negative dominant, (372) 49 

Negative regulatory domain, (358) 89 

Negative regulatory element, (365) 101 

Negative stain electron microscopy, (359) 45 

Nematode, (357) 265 

Neoantigenic, (376) 243 

Neomycin phosphotransferase, (369) 239 

Neoplasm, (374) 270 

Neopterin, (364) 234; (377) 461 

Nephrotoxicity, (360) 277 

Nerve fiber, (361) 145 

Nerve growth factor, (362) 201; (364) 301; (374) 125 

Neural cell adhesion molecule, (360) 1; (373) 119 

Neural induction, (371) 287 

Neurite outgrowth, (357) 217; (365) 227 

Neuroblastoma, (369) 260; (372) 88 

Neuroblastoma cell, (357) 217; (360) 5 

Neuroendocrine, (360) 294; (368) 471 

Neurofibrillary degeneration, (360) 132 

Neurofibrillary tangle, (368) 10 

Neuromuscular junction, (358) 262; (374) 393 

Neuron, (363) 293 

Neuron guidance, (371) 321 

Neuronal differentiation, (362) 201; (370) 231; (375) 243 

Neuronal expression, (368) 276 

Neuropathological disease, (361) 215 

Neuropeptide, (370) 227; (371) 311 

Neuropeptide Y, (362) 192 

Neuroprotection, (374) 399 

Neurosporene, (372) 199 

Neurotoxicity, (360) 277 

Neurotoxin, (370) 163; (375) 162; (376) 41; (377) 201 

Neurotransmission, (361) 196 

Neurotransmitter, (377) 201 

Neurotransmitter release, (361) 101 

Neurotransmitter transporter, (375) 99 

Neurotrophin receptor, (374) 216 

Neutron scattering, (374) 141 

Neutrophil, (361) 206; (368) 173; (371) 300; (372) 233; (373) 189; (377) 
309 

Neutrophil granulocyte, (375) 79 

Neutrophil respiratory burst, (376) 164 

NF-xB, (361) 89; (363) 105; (367) 205; (369) 113; (371) 181; (371) 333; 
(372) 181; (377) 21 

NGF, (360) 106 

NGF receptor, (374) 216 

N-glycan branching, (363) 280 

NhaA, (363) 264 

Ni-chelate chromatography, (368) 148 

Nicotiana plumbaginifolia, (370) 197 

Nicotiana tabacum, (364) 33; (374) 203 

[*H] Nicotine, (365) 79 

Nicotinic acetylcholine receptor, (360) 261 

Nicotinic receptor, (362) 15 

Nicotinic receptor subtype, (365) 79 

Nidogen binding, (365) 129 

NIH 3T3 fibroblast, (357) 279; (365) 146 

nir, (360) 151 

Nitrate, (366) 137 

Nitrate reductase, (366) 137; (370) 197; (377) 113 

Nitrate transport, (370) 264 

Nitric oxide, (358) 9; (360) 10; (360) 47; (360) 291; (361) 229; (361) 291; 
(363) 69; (363) 235; (364) 259; (364) 314; (366) 127; (368) 193; (368) 
425; (369) 131; (369) 136; (370) 37; (370) 159; (370) 215; (371) 86: 
(371) 99; (372) 229; (374) 228; (374) 249; (376) 207; (377) 461 

Nitric oxide electrode, (376) 262 

Nitric oxide reductase, (371) 73 

Nitric oxide synthase, (357) 178; (365) 120; (368) 336; (371) 333; (372) 
229; (374) 399 

Nitric oxide synthase (inducible), (357) 121 

Nitrilase, (367) 275 

Nitrile hydratase, (358) 9 
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Nitrite reductase, (371) 73 

Nitrogen fixation, (361) 225 

Nitrogen oxide, (374) 228 

Nitrogen source transport, (359) 215 

Nitrogen-fixation, (357) 79 

8-Nitroguanine, (376) 207 

p-Nitrophenyl-N-acetyl-a-p-neuraminic acid, (372) 148 

S-Nitrosoglutathione, (360) 47 

Nitrotyrosine, (363) 235; (364) 279; (374) 105 

Nitroxide, (367) 137 

NK2 neurokinin receptor, (375) 183 

N-linked glycosylation, (368) 230 

N-linked oligosaccharide, (358) 323; (360) | 

Nm23, (363) 311 

NMR, (357) 301; (358) 17; (358) 193; (360) 125; (361) 157; (362) 261; 
(362) 333; (363) 61; (366) 6; (367) 67; (368) 519; (370) 46; (372) 135; 
(372) 203; (372) 288; (374) 117; (374) 257; (375) 108 

NMR, 'H, (367) 137; (368) 267 

NMR spectroscopy, (366) 1; (369) 305; (370) 175; (374) 387 

NMR structure, (370) 163 

2D NMR, (368) 526; (373) 239 

NO release, (357) 121 

NO synthase, (359) 251; (360) 291; (374) 295 

Nod factor, (368) 536 

NOE, (368) 519 

Non-denaturing IEF, (358) 129 

Non-enzymatic glycosylation, (364) 182; (371) 81 

Nongenomic steroid effect, (364) 83 

Non-heme iron, (358) 9 

Non-lamellar phase, (368) 143 

Non-photosynthetic tissue, (359) 50 

Non-selective cation channel, (358) 297 

Nonsteroidal anti-inflammatory agent, (366) 143 

Nontoxic-nonhemagglutinin, (376) 41 

Non-uniform translation, (376) 195 

nor, (360) 151 

Northern blot, (363) 285 

Northern blot analysis, (360) 235 

Northern blot hybridization, (377) 221 

Novel sequence in pullulanase, (369) 243 

NPR2, (359) 215 

6-n-Propyl-2-thiouracil, (374) 192 

NPY, (362) 192 

ngr operon, (363) 75 

NS3 protein, (376) 221 

NSCL, (374) 279 

NSF, (369) 80 

N-terminal positions, (370) 23 

N-terminal sequence, (369) 255; (370) 15 

N-Terminal signal sequence, (360) 310 

N-terminus, (357) 297; (367) 237 

NTH1, YBRO106 and ATH1, (360) 286 

Nuclear envelope, (365) 108 

Nuclear extract, (358) 137 

Nuclear factor B, (364) 218 

Nuclear factor xB, (364) 298 

Nuclear import, (368) 415 

Nuclear localization sequence, (369) 107 

Nuclear localization signal, (366) 43 

Nuclear location signal, (368) 415 

Nuclear magnetic resonance, (359) 113; (359) 184; (363) 90; (366) 99; 
(377) 363 

Nuclear magnetic resonance spectroscopy, (365) 172 

Nuclear morphology, (377) 9 

Nuclear Overhauser enhancement spectroscopy, (377) 301 

Nuclear pore complex, (369) 107 

Nuclear pore-targeting complex, (368) 415 

Nuclear—mitochondrial interaction, (368) 505 

Nucleic acid, (375) 174 

Nucleobindin, (373) 155 

Nucleocapsid protein, (361) 85 

Nucleocytoplasmic transport, (357) 173 

Nucleophilic substitution, (358) 171 

Nucleoporin, (369) 107 

Nucleoside diphosphate kinase, (364) 63 

Nucleosome, (358) 13; (361) 149; (369) 118 

Nucleosome positioning, (364) 17 

Nucleotide, (358) 251 
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Nucleotide binding, (359) 123; (359) 159; (363) 189; (366) 87 Oxidation, (357) 135; (362) 197; (375) 45 
Nucleotide binding site, (366) 29; (377) 408 B-Oxidation, (367) 198 
Nucleotide exchange factor, (368) 49 Oxidative DNA damage, (358) 1; (364) 255; (371) 86 
Nucleotide peptide, (357) 235 Oxidative phosphorylation, (366) 29 
Nucleotide sequence, (358) 182; (363) 75; (365) 108; (365) 152; (365) Oxidative stress, (371) 94; (371) 209; (373) 299 
198; (369) 233 Oxidative stress protein, (368) 239 
Nucleotide-binding motif, (369) 233 Oxidised low density lipoprotein, (374) 12 
Nucleotidyl transferases, (377) 258 Oxidized LDL, (357) 135; (358) 175; (362) 197; (366) 75; (377) 309 
Nucleus, (360) 315; (377) 67 Oxidized low density lipoprotein, (368) 239; (374) 12 
Nucleus transport, (369) 107 Oxidized-LDL, (372) 1 
Null mutation, (357) 265 2-Oxoacid dehydrogenase complex, (371) 167 
Number of epitopes, (359) 9 2-Oxo acid dehydrogenase, (373) 259 
Nutrition, (362) 257 1-Oxo-indanoyl-(iso)leucine, (377) 523 
2-Oxoglutarate, (371) 167 
O, activation, (362) 5 Oxyanion hole, (362) 151 
'SO incorporation, (364) 215 8-Oxoguanine, (376) 207 
Ox4. intermediate, (359) 65 Oxygen, (367) 180; (370) 203 
'SO labeling, (364) 41 Oxygen activation, (367) 56 
ob Gene, (371) 324; (373) 13; (373) 131 Oxygen binding, (364) 9 
ob mRNA, (368) 488 Oxygen evolution, (367) 173 
ob (obese) gene, (368) 488 Oxygen evolving complex, (360) 251; (375) 223 
oblob mouse, (368) 488 Oxygen intermediate, (359) 27 
Obesity, (371) 324 Oxygen radical, (361) 22; (365) 66; (369) 131 
Octadecaneuropeptide, (362) 106 Oxygen sensor, (369) 136 
Odorant, (359) 41 Oxygen transfer catalysis, (362) 5 
la, 25-(OH),D,, (370) 78 Oxygen uptake, (376) 65 
Okadaic acid, (357) 197; (370) 184 Oxygenation, (372) 126 
'SQ-labelling, (371) 21 Oxysterol, (357) 135 
Oleoyl-amide, (377) 82 Oxytocin, (373) 35 
Olfactory bulb, (362) 75 Oxytocin receptor, (370) 227 
Olfactory neuron, (359) 41 Ozone, (363) 285 
Oligodendrocyte (rat), (368) 393 
Oligodeoxynucleotide, (368) 97 P; binding protein (E. coli), (364) 59 
Oligomannose, (363) 53 P, residue, (368) 471 
Oligomerization, (359) 35; (363) 145; (371) 57 p16, (373) 164 
Oligomycin, (363) 179 P2, (372) 135 
Oligonucleotide, (368) 315; (369) 287 p21 ¥AFVCIP! (357) 290; (362) 295 
Oligosaccharide, (358) 205; (363) 280 p220 cleavage, (377) | 
Oligosaccharide hydrolysis, (358) 57 P2-purinoceptor, (375) 129 
Oligosaccharyl transferase, (362) 229 p34°* kinase, (375) 249 
Oncogene, (357) 27 P450 61, (377) 217 
Oncogenesis, (375) 31 P4S501A1, (365) 101 
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Proteolytic processing, (360) 294; (371) 149 

Prothoracicotropic hormone, (376) 251 

Prothymosin a, (359) 15; (366) 43; (371) 337 

Proton pump, (368) 253; (370) 53 

Proton pumping, (359) 27 

Proton transfer, (358) 142 

Proton translocation mechanism, (357) 156 

Proton transport, (377) 330 

Protonmotive force, (358) 142 

Proton-translocating ATPase, (371) 127 

Protostomia, (360) 223 

Provirus, (375) 31 

Proximal histidine, (374) 39 

Pseudo symmetry, (368) 49 

Pseudoazurin, (368) 432 

Pseudomonas aeruginosa, (365) 152; (367) 275; (371) 73; (377) 145 

Pseudomonas solanacearum, (369) 239 

PSII reaction center, (363) 65 

Psoralen, (372) 222; (374) 287 

Pteridine, (364) 234 

Pterin, (360) 177 

Pterin cofactor, (357) 37 

PTH, (370) 78 

PTH secretion, (364) 67 

PTS2, (357) 115 

P-type, (362) 15 

P-type ATPase, (359) 101 

PufQ protein, (372) 264 

Pullulanase, (369) 243 

Pulmonary surfactant, (362) 261 

Purification, (358) 316; (362) 70; (362) 171; (362) 319; (367) 49; (369) 
229; (370) 15; (371) 315; (377) 217; (377) 530 

Purine nucleoside phosphorylase, (367) 214 

N(7)-B-p-Purine nucleoside, (367) 214 

Purine receptor, (375) 129 

Purine—pyrimidine—purine sequence, (367) 81 

Purple acid phosphatases, (367) 56 

Purple membrane, (359) 65; (377) 330 

Putative ATPase family, (363) 151 

Putrescine, (357) 192 

Pycnoporus cinnabarinus, (376) 202 

Pyrococcus furiosus, (368) 117 

Pyrroline-5-carboxylate synthetase, (372) 13 

Pyruvate, (371) 167 

Pyruvate carboxylase, (377) 197 

Pyruvate decarboxylase, (375) 220 

Pyruvate dehydrogenase, (364) 185 

Pyruvate dehydrogenase complex, (373) 111 


Q intermediate, (359) 65 

Qf phage RNA, (359) 89 

Quantal Ca** release, (368) 248 
Quantal mitosis, (358) 126 

Quaternary structure, (359) 20; (374) 82 
Queuosine, (361) 259 

Quiescence, (372) 33 

Quinacrine mustard, (359) 69 


Quinidine, (375) 193 

Quinol oxidation, (374) 265 
Quinone binding protein, (367) | 
Quinternary complex, (358) 71 


R358 al-antitrypsin, (365) 219 

Rab protein, (366) 65; (376) 113 

Rab3, (377) 109 

Rab5 isoform, (366) 65 

Rabbit, (375) 67; (377) 73 

Rabbit chondrocyte, (360) 75 

Rabbit heart, (372) 20 

Rabbit skeletal muscle, (367) 132 

3’ RACE, (377) 519 

5’-RACE, (360) 191 

Radical cation, (370) 241 

Radioligand binding, (361) 243 

Raf, (368) 183; (369) 52 

Raf kinase, (368) 55 

Raf-1, (368) 321; (375) 37; (377) 497 

Rainbow trout, (377) 37 

ralGDS, (375) 37 

RalGEF, (369) 52 

Raman, (368) 23 

Ran/TC4, (369) 107 

RANTES/ MIP-1la@ receptor, (376) 19 

rap\ p21, (375) 37 

Rapamycin, (358) 158 

Rape, (374) 225 

Rapid, (374) 53 

Rapid kinetics, (359) 27 

Rare codons, (376) 195 

Ras, (357) 279; (368) 183; (368) 297; (369) 47; (369) 52; (377) 497 

RAS oncogene, (368) 373 

ras p21, (368) 321; (375) 37 

Ras protein, (376) 113 

rasGAP, (370) 127 

ras-p21, (358) 283 

ras-recision gene, (372) 74 

ras-related GTPase, (377) 221 

Rat, (359) 81; (359) 126; (361) 201; (363) 41; (364) 51; (375) 99 

Rat 3Y1 fibroblast, (366) 11 

Rat a, f, integrin, (373) 234 

Rat ascites hepatoma cell, (372) 25 

Rat brain, (367) 141; (377) 383 

Rat brain microvessel endothelium, (374) 179 

Rat brown and white adipose tissue, (373) 131 

Rat cardiac myocyte, (376) 24 

Rat cortical astrocyte, (367) 319 

Rat ECE-1£, (371) 140 

Rat hepatocyte, (360) 10; (373) 299; (374) 228 

Rat hepatocyte, (357) 33 

Rat insulin II gene, (362) 210 

Rat liver, (361) 282; (373) 203 

Rat liver macrophage, (372) 108 

Rat liver mitochondrion, (366) 119 

Rat lung, (363) 285 

Rat peroxisomal enoyl-CoA hydratase/3-hydroxyacyl-CoA 
dehydrogenase, (360) 183 

Rat retina, (374) 399 

Rat vascular smooth muscle cell, (369) 311 

Rate limiting step, (364) 59 

Ratiometric fluorescence analysis, (370) 127 

RCA] (YTA12), (373) 66 

(Rp)-cAMPS, (375) 231 

rcK rp, (374) 135 

Reaction center, (357) 239; (362) 235; (363) 137; (365) 30; (374) 130 

Reaction mechanism, (361) 250 

Reactivation, (358) 171 

Reactive nitrogen species, (369) 131 

Reactive oxygen intermediate, (364) 234 

Reactive oxygen species, (358) 1; (359) 189; (364) 75; (374) 228 

Reaper, (371) 321 

RecA, (368) 64 

Receptor, (357) 1; (357) 109; (358) 240; (362) 111; (364) 211; (365) 87; 
(365) 125; (367) 39; (369) 161; (372) 88; (374) 203; (375) 239; (376) 
3] 

Receptor affinity, (377) 451 
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Receptor binding, (359) 199 

Receptor crosstalk, (372) 173 

Receptor down-regulation, (367) 272 

Receptor for PLA,, (373) 85 

Receptor, muscarinic, (377) 275 

Receptor subtype, (362) 19 

Receptor tyrosine kinase, (368) 353; (370) 250; (372) 173 

Receptor/hormone interaction, (360) 169 

Receptor-binding, (372) 93 

Receptorial peptide, (365) 13 

Recombinant, (361) 211 

Recombinant 12 kDa BCGF, (361) 233 

Recombinant a-amylase, (363) 299 

Recombinant bovine conglutinin, (376) 6 

Recombinant CD4, (359) 9 

Recombinant chemokine, (376) 19 

Recombinant DNA, (374) 195 

Recombinant expression, (375) 259 

Recombinant glycoprotein, (365) 57 

Recombinant hemoglobin, (374) 39 

Recombinant HMG 2a, (367) 49 

Recombinant human erythropoietin, (365) 203 

Recombinant mRNA, (359) 89 

Recombinant protein, (367) 145 

Recombinant receptor, (358) 137 

Recombination, (368) 64; (377) 92 

Recombination junction, (363) 239 

Reconstitution, (362) 126; (364) 189; (365) 18; (374) 72; (374) 157; (377) 
167 

Recoverin, (376) 87 

Red cell, (369) 34 

Redox, (359) 267 

Redox potential, (357) 305; (368) 220 

Redox regulation, (368) 59 

Redox signalling, (372) 238 

Redox state, (364) 55 

Redox-active thiols, (370) 209 

Reductive carboxylation, (359) 50 

Refolding, (358) 101 

Refolding, in vitro, (373) 296 

Reg family, (377) 429 

Regenerating liver, (367) 228 

Regional immunity, (376) 74 

Regulated secretion, (361) 8; (364) 328; (368) 271 

Regulation, (357) 125; (369) 118; (374) 393; (377) 98; (377) 131 

Regulation of enzyme activity, (364) 98; (369) 62 

Regulation of expression, (360) 115; (360) 194 

Regulatory complex, (363) 97 

Regulatory sequence, (377) 413 

Rel, (363) 105 

Rel family, (369) 113 

Relative stability, (367) 81 

Relaxation, (368) 519 

Renal la-hydroxylation, (375) 277 

Renal carcinogen, (357) 165 

Renal failure, (371) 300 

Renaturation, (368) 64 

Renaturation (in situ), (373) 71 

Renin promoter, (372) 157 

Rep78, (367) 267 

Replication, (357) 283 

Replication factor C, (363) 132 

Replication initiation, (377) 258 

Repression, (357) 283; (366) 131 

Reptilian protein, (373) 212 

Resistance, (357) 1; (368) 326; (372) 44; (374) 174 

Resistance to U-90152S, (359) 233; (370) 59 

Resolution, (371) 279 

Resonance Raman, (377) 345 

Respiration, (364) 161; (371) 267 

Respiratory chain, (367) 107 

Respiratory complex, (377) 470 

Respiratory electron transport, (371) 89 

Respiratory Na*-pump, (369) 173 

Respiratory oxidase, (371) 89 

Response element, (362) 215 

Restriction enzyme, (357) 192 

Retention, (369) 97 
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Retention signal sequence, (371) 293 

Retina, (357) 178; (362) 247 

Retinal protein, (364) 168 

Retinoblastoma, (371) 321 

Retinoblastoma gene product, (367) 103 
Retinoic acid, (368) 45; (368) 311; (369) 183; (370) 231 
9-cis Retinoic acid receptor alpha, (360) 183 
Retinoid, (369) 183 

Retinoid X receptor a, (358) 137 

Retrieval, (369) 97 

Retrograde transport, (369) 89 
Retrotransposon, (376) 146 
Retrotransposon 1731, (357) 283; (377) 67 
Retroviral vector, (365) 223 
Rev-dependency, (365) 141 

Reverse micelle, (360) 202 

Reverse transcriptase, (357) 23; (373) 255 
Reverse transcriptase-polymerase chain reaction, (367) 132; (369) 272 
Reversed phase HPLC, (371) 89 

RGL, (375) 37 

Rheumatoid arthritis, (361) 89; (372) 83 
Rhizobium, (367) 180 

Rhizobium tropici, (368) 536 

Rho, (363) 78; (367) 246 

rho p21, (366) 11; (371) 105 

Rhodamine, (372) 229 
Rhodamine-phalloidin and mechanical forces, (369) 144 
Rhodanese, (359) 195 

Rhodobacter capsulatus, (372) 264 
Rhodobacter sphaeroides, (368) 148; (374) 371 
Rhodobacter sulfidophilus, (368) 243 
Rhodococcus erythropolis, (367) 275 
Rhodoferax fermentans, (375) 197 
Rhodopsin, (362) 185; (368) 452; (376) 87 
Rhodopsin family, (361) 17 

Rhodopsin kinase, (376) 87 

Rhodospirillum rubrum, (365) 10 

Rhodotorula gracilis, (363) 307 

Rhop21, (372) 25 

Riboflavin carrier protein, (361) 176 
Ribonuclease, (359) 31; (360) 187 
Ribonuclease A, (364) 175 

Ribonuclease Bp, (357) 16 

Ribonuclease H, (368) 315 

Ribonucleotide reductase, (358) 67; (368) 441; (374) 95 
Ribosomal control, (357) 287 

Ribosomal protein, (369) 229 

Ribosomal protein gene, (368) 429 
Ribosomal protein S6, (375) 289 

Ribosomal protein $7, (369) 158 

Ribosomal RNA, (357) 287; (370) 123 
Ribosomal S6 kinase, (358) 199 

Ribosome, (367) 280; (370) 222 
Ribosome-inactivating protein, (360) 299; (373) 115 
Ribozyme, (361) 273; (362) 156; (368) 304 
Rice, (358) 62 

Ricinus communis, (368) 559 

RIE-1 epithelial cell, (368) 160 

Rieske, (359) 239; (361) 75 

RINmSF cells, (371) 253 

RKINI1, (377) 189 

RNA-binding, (376) 221 

RNA-binding domain, (362) 333 
RNA-binding protein, (359) 267; (367) 291 
RNA-dependent RNA polymerase, (371) 219 
RNA-duplex unwinding, (371) 219 

RNA editing, (373) 56; (374) 152 

RNA hairpin, (374) 292 

RNA JN-glycosidase, (370) 123 

RNA processing, (357) 173 

RNA recognition motif, (366) 146; (372) 135 
RNA structure, (362) 156 

RNAI mutant, (357) 173 

RNase activity, (363) 6 

RNase H, (361) 41 

RNase protection assay, (358) 219 
r-NGFI-B family, (372) 273 

Robinia pseudoacacia, (377) 54 
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Rod outer segment, (357) 178 

Role in disease resistance, (377) 175 
Rolipram, (358) 305 

Rolling circle, (362) 116 

Rolling circle replication, (377) 258 
Root nodule, (361) 225 

Rose Bengal, (360) 47 

Rotational diffusion, (359) 45 
Rotational echo double resonance, (377) 208 
Rouse sarcoma virus, (358) 13 

rps10, (374) 152 

rRNA, 28S, (371) 345 

rRNA N-glycosidase, (360) 299 

5S rRNA, (374) 292 

RT-PCR, (360) 191; (364) 293 

Ruffled border, (361) 79 

Ru-modified cytochrome, (359) 27 
Rusticyanin, (365) 35 

Ryanodine, (360) 303; (367) 23; (372) 6 
Ryanodine receptor, (359) 223; (369) 43; (373) 250 
Rye, (364) 36 


$100, (363) 90; (363) 90 

$100 protein, (371) 271 

S100A8, (371) 271 

S100A9, (371) 271 

$15261, (368) 36 

S6 kinase, (375) 289 

Saccharomyces cerevisiae, (359) 215; (362) 229; (364) 13; (364) 91; (365) 
198; (366) 43; (367) 201; (367) 241; (368) 39; (368) 73; (368) 505; (369) 
212; (370) 41; (370) 149; (371) 4; (373) 66; (374) 100; (376) 120; (377) 
128; (377) 271 

Saccharomyces cerevisiae sec6-4 mutant, (373) 269 

Salicylic acid, (363) 6; (368) 339; (377) 175 

Salinity, (365) 18 

Salivary acini, (371) 52 

Salt-stabilized protein structure, (372) 288 

Salt stress, (372) 13 

Salt tolerance, (366) 151 

Sambucus ebulus L., (360) 299 

S-antigen, (362) 185 

Sapecin B, (368) 485 

Saponin, (367) 23 

Saposin-like module, (362) 328 

Sapstain, (374) 208 

Sarcoplasmic reticulum, (373) 71; (376) 167 

Satellite cell, (362) 89 

Saturated phosphatidylcholine, (358) 17 

Saturation mutagenesis, (370) 149 

Scaffoldin, (360) 121 

Scanning microcalorimetry, (357) 58; (364) 165; (366) 156 

Scanning tunnelling microscopy, (371) 25 

Scavenger receptor, (376) 95 

Schizosaccharomyces pombe, (363) 145; (367) 263; (375) 183; (377) 140 

Sea hare, (377) 373 

SecA, (358) 251; (362) 29; (364) 157; (364) 305 

SecA folding, (359) 1 

SecG, (364) 157 

Second messenger system, (363) 49 

Secondary structure, (359) 184; (362) 328; (362) 333; (363) 90; (365) 
35; (365) 115; (371) 115; (374) 327; (375) 174 

Secondary structure prediction, (358) 283; (371) 199 

Secretase, (377) 267 

Secretion, (360) 266; (362) 15; (364) 91; (364) 203; (368) 363; (369) 80; 
(369) 202: (370) 255; (374) 77; (377) 489; (377) 505 

Secretory granule, (364) 328 

Secretory pathway, (369) 84; (369) 267 

Secretory vesicle, (368) 411 

Sedimentation, (359) 20; (375) 137 

Seed development, (360) 15 

Segmentation, (365) 71 

Sek-1, (368) 353 

Selectin P-, L-, E-, (363) 123 

Selectively-infective phage, (377) 227 

Selectivity, (377) 363 

Selenium, (368) 59 


Selenocysteine, (377) 313 

Selenodiglutathione, (368) 59 

Self-assembly, (361) 55 

Self-glucosylating protein, (376) 61 

Semaphorin, (370) 269 

Semen, (374) 53 

Seminal plasma, (368) 420 

Seminal plasma protein, (365) 179 

Seminal plasma sperm motility inhibitor, (368) 420 

Seminal vesicle protein, (368) 420 

Semiquinone radical, (374) 265 

Semliki Forest virus, (375) 134 

Senescence, (358) 126 

Senescent cell antigen, (362) 165 

Sensititization to L-697,661, (359) 233 

Sepia officinalis, (364) 189 

Sepsis, (377) 461 

Septic shock, (363) 235 

Sequence, (358) 67; (377) 62 

Sequence alignment, (367) 56 

Sequence analysis, (358) 153; (363) 269; (366) 33; (374) 211 

Sequence conservation, (357) 149 

Sequence Fourier transform, (366) 33 

Sequence homology, (364) 36; (365) 198; (374) 246 

Sequence specificity, (362) 205; (372) 144 

Sequence-directed antibody, (358) 137 

Ser/Thr-phosphopeptide, (368) 452 

Ser-Arg motif, (372) 59 

Serine acetyltransferase, (358) 43 

Serine kinase, (370) 175 

Serine protease, (364) 268; (371) 1; (377) 62 

Serine protease inhibitor, (365) 159 

Serine proteinase, (374) 208 

Serine proteinase inhibitor gene, (364) 179 

Serotonin, (368) 367; (368) 411; (377) 73 

Serotonin biosynthesis, (368) 151 

Serpin, (359) 78; (365) 189; (368) 401; (368) 471; (373) 61; (376) 243: 
(377) 150 

Serum amyloid A, (374) 241 

Serum response element, (361) 140; (368) 77 

Serum response factor, (357) 45 

Serum-free, (377) 290 

Serum-free medium, (368) 92 

Seven transmembrane receptor, (363) 261 

Severin, (374) 284 

Sexual dimorphism, (376) 257 

SH2, (358) 287 

SH2 domain, (369) 47; (369) 62; (374) 407 

SH3, (358) 287; (373) 245 

SH3 domain, (369) 47; (369) 62; (373) 265 

Shark, (370) 53 

She, (377) 497 

SH-containing compounds, (375) 18 

Shear stress, (373) 108 

Sheep brain, (375) 117 

B-Sheet protein, (371) 199 

SH-groups cross-linking, (365) 75 

Shock, (372) 229 

Short-chain ceramide, (374) 299 

Shortening velocity, (365) 167 

Short-length bifunctional photoaffinity label, (377) 408 

SH-SYS5Y cell, (358) 305 

Shuttle vector, (377) 434 

Sialic acid, (362) 161; (366) 57; (369) 260; (371) 13 

Sialidase, (372) 148 

Sialyl Lewis* binding site, (363) 123 

Sialylation, (363) 280 

Sialyl-Lewis, (366) 57; (366) 57 

Sialyloligosaccharides, (366) 57 

Sialyltransferase, (360) 1; (363) 280; (369) 260; (373) 119 

Side-by-side binding, (375) 304 

Sidechain interactions, (377) 377 

Signal peptide, (367) 141 

Signal recognition particle, (372) 253 

Signal sequence, (360) 307 

Signal transducers and activators of transcription (STAT), (370) 63 
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Signal transduction, (358) 31; (358) 84; (358) 113; (358) 153; (360) 97; 
(360) 137; (361) 282; (361) 295; (363) 49; (365) 1; (365) 155; (366) 
143; (367) 122; (367) 223; (367) 263; (369) 84; (370) 63; (370) 118: 
(370) 146; (370) 236; (370) 250; (371) 236; (372) 99; (372) 113; (373) 
51; (373) 225; (374) 48; (374) 149; (374) 317; (375) 239; (377) 103; 
(377) 243; (377) 333 

Signaling, (367) 39; (368) 55 

Signaling molecule, (376) 74 

Silencer, (369) 335 

Silicomolybdate, (357) 55 

Sinapis alba var. Albatros, (364) 179 

Single cell RT-PCR, (376) 24 

Single K* channel, (371) 307 

Single molecular observation, (361) 277 

Single-chain Fv, (377) 135 

Single-chain Fv fragment, (377) 227 

Single-strand break assay, (377) 118 

Single-stranded DNA binding protein, (357) 283 

Sinusoidal cell, (372) 140 

Site-directed disulfide reduction, (360) 261 

Site-directed mutagenesis, (357) 145; (359) 20; (361) 111; (361) 243; 
(362) 47; (362) 291; (365) 92; (365) 129; (365) 214; (367) 241; (368) 
169; (368) 220; (373) 177; (374) 253; (374) 312; (374) 356; (374) 412; 
(375) 289; (376) 190 

Site-specific mutant, (377) 502 

Site-specific photo-crosslinking, (371) 145 

Skeletal, (368) 405 

Skeletal muscle, (359) 60; (359) 223; (360) 144; (362) 271; (365) 98; 
(374) 43; (374) 309; (375) 215; (377) 338 

Skinned fibre, (377) 131 

SKNSH-SY cell, (357) 197 

Sleep-inducing factor, (377) 82 

Slime mould, (370) 146 

Small GTP-binding protein, (363) 231; (365) 209; (377) 109; (377) 243 

Small heat-shock protein, (369) 305 

Small intestine, (368) 563 

Small-angle X-ray solution scattering, (372) 169 

Smooth muscle, (363) 246; (365) 167; (367) 23; (367) 246; (369) 295; 
(370) 215; (372) 6; (377) 123 

Smooth muscle cell, (363) 161; (363) 277; (366) 75; (368) 215; (368) 239; 
(377) 493 

Smooth muscle myosin, (363) 57 

SNAP, (369) 80 

SNAP-25, (372) 39; (377) 489 

SNARE, (369) 80; (372) 39 

SNF1, (361) 191; (377) 189 

SOD, (371) 297; (372) 140 

SOD cDNA, (362) 323 

Sodium, (359) 101 

Sodium binding, (371) 39 

Sodium borohydride, (370) 123 

Sodium channel, (361) 145 

Sodium cholate, (358) 17 

Sodium ion translocation, (375) 5 

Sodium ion-motive force, (371) 119 

Solanum tuberosum, (377) 349 

Soleus, (365) 98 

Solid phase assay, (358) 179 

Solid-state MAS '*C NMR spectroscopy, (362) 34 

Soluble galactose binding lectin, (363) 165 

Solute release, (375) 113 

Solution structure, (359) 113; (360) 125; (372) 203 

Solvent effect, (359) 113 

Solventogenesis, (362) | 

Soma, (368) 455 

Somatostatin, (362) 143; (372) 88 

Somatotroph, (364) 79 

Sorcin, (357) 230 

Sorting, (369) 18 

Sos, (369) 47 

Sox, (377) 37 

Soybean, (371) 223 

Soybean agglutinin, (369) 221 

Soybean chloroplast, (368) 135 

Soybean trypsin inhibitor binding protein, (365) 179 

Sp], (369) 225 

Specific induction, (368) 547 

Specific promoter, (368) 509 
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Specificity, (362) 19 

Specificity determinant, (361) 191 

Specificity of origin recognition, (362) 116 
Spectrin, (369) 27 

B-Spectrin, (368) 500 

Spectroscopic technique, (375) 239 
Speculation, (361) 167 

Sperm, (357) 98; (364) 147 

Sperm membrane potential, (372) 119 

Sperm nuclear basic protein, (363) 37 

Sperm whale (Physeter catodon) myoglobin, (357) 227 
Spermadhesin, (368) 420 

Spermatogenesis, (360) 315; (368) 509 
Spermatozoa, (360) 242; (364) 83 
Spermidine, (357) 192 

Spermidine synthase, (365) 61 
Spermidine/spermine N'-Acetyltransferase, (377) 321 
Spherical harmonics, (372) 169 

Sphingolipid, (367) 201; (367) 283; (375) 11; (377) 271 
Sphingomyelin, (368) 477; (369) 18; (375) 249 
Sphingomyelin biosynthesis, (368) 393 
Sphingomyelinase, (358) 211 

Sphingosine, (364) 301; (367) 205 

Spin label, (367) 137 

Spin label ESR (spectroscopy), (359) 45 

Spin state, (377) 512 

Spinacea oleracea, (377) 113 

Spinach, (363) 137; (364) 51; (367) 28 
Spinach ferredoxin, (361) 75 

Spinach leave, (369) 149 

Spinach thylakoid, (371) 195 

Spinacia, (376) 45 

Spin-labeling, (371) 261 

Splice variant, (363) 256 

Splicing, (369) 340 

Spodoptera frugiperda cell (Sf9 cell), (368) 321 
Sporulation, (362) 1; (370) 146 

Squalene synthase, (358) 230 

Squalus acanthias (spiny dogfish shark), (371) 69 
Squamous cell carcinoma antigen, (373) 61 
Squamous cell carcinoma antigen (SCCA), (359) 78 
Squelching, (357) 45 

Squid, (377) 333 

SR 120819A, (362) 192 

Src protein tyrosine kinase, (369) 62 
src-family tyrosine kinase, (358) 34 

Sre-PTK, (374) 407 

SRY, (377) 37 

ST2, (372) 189 

Stability, (359) 9; (366) 72; (369) 217; (375) 63 
Stabilization of enzyme, (364) 98 

Stable expression, (371) 293 

Stable isotope, (363) 61 

Stacking interaction, (370) 193 
Staphylococcus aureus, (357) 260; (365) 193 
Staphylococcus carnosus, (362) 29 
Staphylococcus intermedius, (376) 135 

Stat, (360) 137 

Stat 3, (369) 169 

Stathmin, (364) 309 

Staurosporine, (365) 137 

Staurosporine analogue, (362) 139 

STE18, (367) 122 

STE4, (367) 122 

Stefin, (360) 101 

Steroid binding, (376) 257 

Steroid-binding protein, (361) 255 

Steroid hormone, (365) 7; (374) 184 

Steroid hormone action, (376) 151 

Steroid hormone receptor, (377) 103 

Sterol 14a-demethylase (P45051A1), (368) 326 
Sterol A*’-desaturase, (377) 217 

ST-ESR, (372) 103 

Stilbene synthase, (361) 299 


Stimulation of bacteriochlorophyll biosynthesis, (372) 264 


Stimulatory GTP-binding protein, (357) 13 
Stoma, (362) 180 
Stomata, (363) 157 
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Stopped-flow, (374) 105 
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